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SDN a 

[#Wff#tf>S8H] 

[ff^2] ff^lfB«<Z>g&gtf)V^;ri;fr3:ri- KtSDNA, 
Z^tl cDNA. 

[»^4] sjai##2 i fr£ge#i#-i§-3 o^snsj^H^ijo^-rti^ 

fr£fc.gK |f^3gB«<Z)c DNA„ 
[0 0 0 1] 

[0 0 0 2] 
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mmfflffl. fritmm. mnmm. ^mm^Eias^xmrn^nm^r^vx^ 

[0 0 0 3] 

h 9 jk- # - £ e> tix & y , < tt-t t? jcatte^t* ^ □ - >ft $ 

< ®^fflSBIIi:o^^5 ^© n, Rga«£n- K«8ffc&* 
[0 0 0 4] 

ffitt, c D N A 7>f ^7 >; - S:iIIif:#A 1 1, c D N A Sr^S-ftfe©^ 
Tftt fttB © ^ o S a ft <E> it £ L ^ * n - > i t T*£ & v a D 

[0 0 0 5] 
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[0 0 0 6] 

iftmifiMVk L <fc e> £ -f 

-Kt*DNA. 3(DDNA0»^^- & £ 3 CD D N A £fB3| L 5 
[0 0 0 7] 

mm & mvkir % £ & <z>#^] 

^wtt^iaacajK&n-K-tsDNA, #ja.tfie#[##i i**e>!B#is-&3 o 

^StlSJfe^S^V^-rtl^&^tr cDNA, ifetflC£©DNA<fc>f >tf YU 

BBS e K £ £jg L 3 5 ^2t*^ XtMra £ . 

[0 0 0 8] 

[*6W©!Si6©JgJK] 

«taM£K*>f KlTSDNA£fflVNTiffim*DNA&ffiT*£j^5#?£& 
ioTRNAJHU LT>f N n«ff?S:f?«i ? 3 t IZ <fc >;>f 
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IS. 

[0 0 0 9] 

©gat S:>f>lfhDT^ItSIi:^t§ 0 RNAsKU ;* 9 -1?:/n ^E- # 
# -tbttt T7, T3, SP6ft^fl(ST?§S. 3*1 CD R N A jK U ;* 9 - 
if^n^E-*-^^**-*; LTtt, pKAl, P CDM8, pT3/T7 
18, pT7/3 19, pBluescript I I t£gW0l&"1*g&. 

[0 0 10] 

ic&, tt*«*T?tt»priB)&*y :/d^-#-, UjKv- Argute, c 

^ cDNA©fHiH««S:j|ajj|^.fe»3S/<^^-&^U, 

tlS. ^MfE*^*** -fc UTB, pUCI, pBluescript 
II, pETMJ/^fA, p GEX#8^;*^A&£f#M^T*l£ 0 
[0 0 1 1 ] 
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c DN A<Z)jfSgRff^£. :/D^-#-, *:/9>f sKU (A) #2n«S 

M^^^-i:LT&, pKAl, pED6dpc2, pCDM8, 
p SVK3, pMSG, pSVL, pBK-CMV, pBK-RSV, EBV^ 
pRS, pYES2«;i:'^T*§5 0 lliffifcLTH i^^l/' 

m^mn. &mmm. A-f^m T7y*^^^f^l;^|p^i}g^if^-la^cfl§v^ 

[0 0 12] 

«f^>»««fc«iS. j8«T, M4>#g|. PI^Mj®, *f)vmm. SDS-PAGE, ^ 
[0 0 13] 

;HB«J$tS&&5£& [#i¥8-i 8 7 1 0 0] £Mv\T^&c:£a&£3£# 
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[0 0 14] 

fflDNAB. ffc^JfcJCfcS^fiS, c DNA*n-^>**lCj:&#&&£f$:^ 
[0 0 15] 

#.$&m<Dc DNAHu #J*-tft: MBJfifi*c DNA9>f d - > 

ftniWt*. cDNAIiHh»e,Mlfc jKU (A) + RNA^i 

<DT**>tf&mi&V ! bM.^. cDNAIi, iili-BergStOkayama, H 
and Berg, P. , Mol. Cell. Biol. 2:161-1 
70 (1982)], Gubler-Hoffman&HGubler, U. 
and Hoffman, J., Gene 25:263 — 269 (1983) 

fcafclCli, MMfflte&lfft£.ot£3rVy\fyy& [Kato, S. et al 
. , Gene 150:243-250 (1994) ] £MV\£ ZLh#M£ 
o ££rfJlt©t: h c DNA7>f^7'J -&M^S£fc*>T?£*. cDNAy^f^ 
^ 9U-^e>*|g^© c DN AS:^ n->^-r-5lCl±, *|§l|0cDNA©ftf© 

M^T, J: »J nnn-fcemi^-^/Wyy #*-f if- a > lc 

y-->^S:ffAtf B$l£?Z> c DN AWfJi©pS5ftS6K:^ 

, fchM*^#ibfemRNA^P>RT-PCR^i:j;y, #!§B£CD c D N A 

[0 0 16] 

ftmti-%&(DT*2bZ> 0 Ztl^tMDZ (HP#§) , cDNA^D- 
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[0 0 17] 
*1 



1, 


1 1 , 


2 1 


H P 0 2 8 3 7 


HT- 


l 


0 8 0 


4 4 7 3 


14 4 5 


2, 


1 2, 


2 2 


HP 0 2 9 9 1 


KB 






2 6 3 0 


5 8 2 


3, 


1 3, 


2 3 


H P 0 3 0 6 3 


HT- 


l 


0 8 0 


14 7 2 


4 10 


4. 


1 4, 


2 4 


HP 0 3 0 9 1 


jfFm 






16 5 2 


4 8 3 


5. 


1 5, 


2 5 


H P 0 3 0 9 2 


Mm 






2 112 


6 0 7 


6. 


1 6, 


2 6 


HP 0 3 1 1 6 


KB 






10 8 7 


3 14 


7. 


1 7, 


2 7 


H P 1 0 6 1 8 


HT- 


l 


0 8 0 


16 9 4 


9 4 


8. 


1 8, 


2 8 


H P 1 0 6 1 9 


HT- 


l 


0 8 0 


15 2 2 


2 18 


9. 


1 9, 


2 9 


HP 1 0 6 2 2 


Jfffli 






15 9 1 


4 6 0 


1 o. 


2 0, 


3 0 


HP 1 0 6 2 5 


JfFBi 






12 4 9 


2 16 



[0 0 18] 

l*»e>BB^J##3 0®v*-rti#jc8B«©cDNA©ifcaiBB#f 

JCHtJut'&JEfcLfc;*'; l^f- K^D -7£Mv>T. #H§9!T*ffiv^fc: h 

[0 0 19] 
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VA£ 0 
[0 0 2 0] 

[0 0 2 1] 

*mw<D c d n a iz it. mvm-B 1 1 e>ie#!#-i§- 2 0 t*&tsti&&mmm3b 

# mtL&ti cDNAR^ (1 0 b pJSU:) 
[0 0 2 2] 

s%©T?B:fc^. DNA©jffi#SA.icB8-f *l£*»&t*^«fc W^SJCtt. £iS£ 

["Molecular Cloning. A Laboratory Man 
ua 1" , Cold Spring Harbor Laboratory, 1 

^ 9 8 9] izm^t^ fflmmm&&Tf&mmmmmizmzMm<DM^m&%mm± 

^ofcc cDNAMSil [Kato, S. et a 1 . , G e n e 15 
0:243-250 ( 1 9 9 4 ) ] \Z'& o fc. 
[0 0 2 3] 

(1) Wt*tt F*>f >&^-*63fi5t&:3- KL-TV^ cDNA©3BB!l 
cDNA7^^7 'J-tbT, ^n*;i/3- V$M*HT- 1 0 8 0 c D 
NA5>f7*5'J- (WO 9 8/11217), #&JMTO*S aos-2cDN 
A7^7*7'J- (WO 9 7/3 3 9 9 3) , IMiMKB cDNAy^f^ 

7>j- (wo 9 8/11217) , ^ffiiz&iTffimzti&Bmmmc dna^ 

-f^7'J- (WO 9 8/2 1 3 2 8) fcE^fc. ^ U -fr 
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^Df-f>cDNA/t>^|iLf :o ^ . ^ D ^>f >cD 

T. Kyte-Doolittl e [Kyte, J & Doolitt 

le, R. F., J. Mo 1 . Biol. 157:105-132 (1982 

[0 0 24] 

(2) -Y>ifhn»iJ?K:<fc63cfiflt-&j5R 

©fig [ 35 S] ***->*mU\^ W%Mm*=rV*T4V h-^Tf^/l/Ufc 

"S^ T N T^-y-^m^«^®#ii 2. 5/ti, Mrtt Mc-fcfM) 
0. 5#1, 75^11^1 (^ft->^^*V\) 2 Ml, [ 35 S] 
-> (TV-S>-VAtt) 2^1 (0. 3 7MB q/^l) , T7RNAjK'J^7 
-ifO. 5^1, RNa sin20U&#tfHl2 5/ t lfflTOttit*3 0tT' 

OV-« (^0^*) 2. 5/t l&SJDLTfrofc. S^3^1{CSDS 
f>^'J>^77- (1 2 5mMhnigiIii, pH6. 8, 120m 
M2-^;^^hoi^^-;K 2%SDSm 0. 0 2 5%/n?7x;^ 

[0 0 2 5] 

(3) cos nz£z>$%m 

^ftmoWi&moftm^? $ - zm-t z*mm* 1 o o n g/mi y>b?s/y 

y^M 2xYTSi2ml^371C2 ttffltt* L 7 7 — i?M 1 
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3K0 7 (5 0 m 1 ) &»#IU 3 7°C-e-TO#Lfc 0 5i4>&Cj:oT#itL£ 
£ 1 0 0 ft 1 0 1 mM h V X- 0. ImMEDTA, pH8 (TE) lzUMVf=. 

o 

[0 0 2 6] 

t;i/flfl*«#anc o s 7 10 %^>fl&JM?ff£-£fr ^i^y 

-f — 201/ (DMEM) ^ifetp, 5%C0 2 #^ET, 3 7"CT*ig*L£o lxl 0 5 
f©COS 7 0JB&?: 6 7t:/l/ — h 5^©ift^3cm) iCffi*., 5%C 

0 2 #£T, 3 7'CT?2 2«fK*ilLfc. 
# &8fc?£U S&IC5 OmMhU^JfiSfc (pH7. 5) fc-^tr DM E M (TDM 
EM) -e#a8fe$£Lfc. 3 0«iC-*i7 7-«$(UK DMEM & 
ifcO. 6ml, TRANS FECTAM™ (I B F*fc) 3 /t 1 £ L & <Z> £ 

«iu 5%co 2 #^et, 3 7Tc-es«fiai*«bfc. -9->:7>?g£l&£m> T 

DMEMt«gffl$:^U 1 0 %-)i/feMIMDMEM5: 1 A&fc U 2 
mliDx., 5%C0 2 #«T. 3 7tCT2H^iLfc„ [ 35 S] 
-^>f >**v^fcj: [ 35 S] **7t timmz&mvt~%L. l«MSI«*Ufc. 

SDS-PAGEiCMfe. 
^ [0 0 2 7] 

(4) #u-yM 

<HP02837> (l!^J#-9 1 , 11. 2 1) 

h7>f^D-U-;P3-VlMHT - 1080cDNA9>f^9U-*^#^ 
*l£?n->HP 0 2 8 3 7 0cDNA^>U- h ©£&3SBi#f 1/ t - 

5, 44bp®5' ^8flR1B& 4 3 3 8 bpfflORF, 91bp03' #SftR 
fI^e>fc£;|ij§£^LT^£:„ ORFtel 4 4 5 7^;i^b&Siai 
£n- FUTJ5 l J, N*figC«l3£^fe5/yf-^/3^#^ELfc. SllCKyte-D 
o o 1 i t t 1 e(D*e6-e#«)fc*«ee0tt7Ktt/«*tt^ , O7-f-^/S:^'r 

„ ^z/^hummom^ oRF^&^«a*i6^?ii6i f 6 5 7 ^««ra 

C15 0kDaOBWi*#4)i!tlfc. #»S/^;i/HJ^«WS$&^iWS£T?&* 
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(-3, -l) mmzmm-t&t. f&mmamz2 2#B©Ay>^e>»*si: 

[0 0 2 8] 

kha-27^n^D/'J> (SWIS S-PROT7?ti/a>tfP0 1 0 
2 3) tgHKft^LT^fc. 3I2JC, *^^CDH hgfiM (HP) ttha- 

[0 0 2 9] 
[*2] 



HP MQGPPLL TA AHLLCVCTA ALA-VAPGPRFL VTAPG 1 1 RPGGNVT I GVELLEHCPSQVT 

* ** ** * ***** * ** ** 

MG MGKNKLLHPSLVLLLLVLLPTDASVSGKPQYMVLVP-SLLHTETTEKGCVLLSYLNETVT 

HP VKAELLKTASN-LTVSVLEAE-GVFEKGSFKTLTLPSLPLNSADEIYELRVTGRTQDEIL 

* * * * **** * * * * * * ** 

MG VSASLESVRGNRSLFTDLEAENDVLHCVAF AVPKSSSNEEVMFLTVQVKGPTQ E 

HP FSNSTRLSFETKR I SVF I QTDKALYKPKQEVKFR I VTLFSDFKPYKTSLN I L — I KDPKS 

* * *** * **** * * * * * * *** 

MG FKKRTTVMVKNEDSLVFVQTDKSI YKPGQTVKFR VVSMDENFHP-LNEL I PLVY I QDPKG 

HP NLIQQWLSQQSDLGVI SKTFQLSSHPI LGDWSIQVQ-VNDQTYYQSFQVSEYVLPKFEVT 
****** * * *** * * ** * * * ******* 

MG NR I AQWQSFQLEGGLKQFSFPLSSEPFQGSYK VV VQKKSGGRTEHPFTVEEFVLPKFEVQ 
HP LQTPLYCSMNSKHLNGTITAKYTYGKPVKGDVT LTFLPLSFWGKKKN I TKTFK I NG 

* * ******* * ** * * * 

MG VTVPK I I T I LEEEMN VSVCGLYTYGKPVPGHVTVS I CRK YSDASDCHGEDSQAFCEKFSG 
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HP S ANFSFNDEEMKNVMDSSNGLSEY-LDLSFPGPVE I LTTVTESVTG I SRN VSTNVF 

* ** * *x * * * * 

MG QLNSHGCFYQQVKTKVFQLKRKEYEMKLHTEAQ I QEEGTVVELTGRQSSE I TRT I TKLSF 
HP FK — QHDY 1 1 EFFDYTTVLKPSLNFTATVK VTRADGNQLTLEERRNNVV I TVTQRNYTEY 
* * * * ** ** * * 

MG VKVDSHFRQG I PFFGQVRLVDGKG VP I PNK V I F I RGN EANYYSNATTDEHGLV 

HP WSGSNSGNQKMEAVQK I NYTVPQSGTFK I EFP I LEDSSELQLKA YFLGSKSSM A VHSLFK 
* * * ******** 

MG QFSINTTN-VMGTSLTVRVNYKDRSPCYGYQWVSEEHEEAHHTAYLVFSPSKSFVHLEPM 
HP S— PSKTY I QLKTRDEN I KVGSPFELVVSGNKRLKELSYMVVSRGQLVAVGKQ — NSTMF 

* * ** * ***** 

MG SHELPCGHTQTVQAHY I LNGGTLLGLKKLSFYYLI MAKGG I VRTGTHGLLVKQEDMKGHF 
HP S-LTPENS-WTPKACV I VY Y I EDDGE I I SDVLK I PVQLVFKNK I KLYWSKVKAEPSEKVS 

***** * ***** **** * 
MG S I SI PVKSD I APVARLL I YA VLPTGDV I GDSAKYDVENCLANKVDLSFSPSQSLPASHAH 
HP LR I SVT-QPDS I VG I V A VDKSVNLMN ASND I TMENVVHEL-ELYNTG 

** ** * * *** ** ** ***** 
MG LR — VTAAPQSVCALRAVDQSVLLMKPDAELSASSVYNLLPEKDLTGFPGPLNDQDDEDC 

HP YYLGMFMNSFAVFQE-CGLWVLTDANL TKDY I DGVYDNAEYAERFMEENEG 

** * ***** *** 

MG I NRHNVY I NGITYTPVSSTNEKDMYSFLEDMGLKAFTNSK I RKPKMCPQLQQYEMHGPEG 
HP gjy DI HDFSLGSSPH VRKHFPETWI WLDTNMGSR I YQEFEVTVPDSI 

* xx *** ******* * * ***** * 

MG LRVGFYESDVMGRGHARLVHVEEPHTETVRKYFPETW I WDLVVVNSAGVAEVGVTVPDT I 
HP TSWVATGFV I SEDLGLGLTTTPVELQAFQPFF I FLNLPYSV I RGEEFALE I T I FNYLKDA 

* * * * *** *XX * * ****** * **XXXXX* * * * *** 

MG TEWKAGAFCLSEDAGLG I SST-ASLR AFQPFFVELTMPYSV I RGEAFTLKATVLNYLPKC 

HP TEVKV I I EKSDKFD I LMTSSE I NATGHQ-QTLLVPSEDGATVLFP I RPTHL — GE 

***** * **** * ** x* 
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MG IRVSVQLEASPAFLAVPVEKEQAPHCICANGRQTVSWAVTPKSLGNVNFTVSAEALESQE 
HP I P I TVTALSP TASDA I TQM I LVK AEG I EKSYSQS I LLDLTDNRLQSTLKTLSFSFPPN 
* * * ****** ** ** *** 

MG LCGTEVPSVPEHGRKDTV I KPLLVEPEGLEKETTFNSLL CPSGGEVSEELSLKLPPN 

HP TVTGSERVQ I TA I GDVLGPS I NGLASL I RMPYGCGEQNM I NFAPN I Y I LDYLTKKKQLTD 
* * * ** ** * ********** ****** **** *** 

MG VVEESARASVSVLGDILGSAMQNTQNLLQMPYGCGEQNMVLFAPNIYVLDYLNETQQLTP 
HP NLKEKALSFMRQGYQRELLYQREDGSFSAFG — NYDPSGSTWLSAFVLRCFLEADPY I D I 

* ** **** * * *»* » ** * «** **** ***** 

MG EVKSKA I GYLNTG YQRQLNYKHYDGS YSTFGER YGRNQGNTWLTAFVLKTFAQARAY I F I 
HP DQNVLHRTYTWLKGHQKSNGEFWDPGRV I HSELQGGNKSPVTLTA Y I VTSLLG YRKYQPN 

* ******** x* x** *** ** 

MG DEAH ITQAL I WLSQRQKDNGCFRSSGSLLNNA I KGGVEDEVTLSA Y I T I ALLE I PLTVTH 
HP IDVQESIHFLES EFSRG I SDNYTLALITYALSSVG-SPKAKEALNMLTWRAEQE 

* *** * ******** * ***** x 

MG PWRNALFCLESAWKTAQEGDHG-SHVYTKALLAYAFALAGNQDKRKEVLKSLNEEAVKK 
HP GGMQFW VSSESKLSDSWQPRSLDI EVAAYALLSHFLQFQ — TSE GIPIMRW 

* ****** **x * x 

MG DNSVHWERPQKPKAPVGHFYEPQAPSAEVEMTSYVLLAYLTAQPAPTSEDLTSATNIVKW 
HP LSRQRNSLGGFASTQDTTVALKALSEFAALMNTERTNIQVTVTGPSS-PSPVKFLIDTHN 

* * *** ***** *** x** * * ** ** x* ** * * 

MG ITKQQNAQGGFSSTQDTVVALHALSKYGAATFT-RTGKAAQVTIQSSGTFSSKFQVDNNN 
HP RLLLQTAELA V VQPTA VN I SANGFGFA I CQLNVVYNVKASGSSRRRRS I QNQEAFDLDVA 
***** * * ***** x 

MG RLLLQQVSL-PELPGEYSMKVTGEGCVYLQTSLKYN 1 LPEKEEFPFALGVQTLPQT 

HP VKENK-DDLNHVDLNVCTSFSGPGRSGMALMEVNLLSGFMVPSEA I SLSETVKKVEYDHG 

** * * * **** *** * * x** * 

MG CDEPKAHTSFQI SLSVSYTGS-RSASNMA I VDVKMVSGF 1 PLKPTVKMLE 

HP KLNLYLDSVNETQFCVNIPAVRNFKVSNTQDASVSIVDYYEPRRQAVRSYNSEVKLSSCD 
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* * * **** x * #* * 

NG RSNHVSRTEVSSNHVL I YLDKVSNQTLSLFFTVLQDVP VR : D 

HP LCSDVQGCRPCEDGASGSHHHSS V I F I FCFKLLYFMELWL 

MG L KPA I VK VYDYYETDEFA I AEYNAPCSKDL GNA 



[0 0 3 0] 

#c DN A(D^Mmn^m^XG e n B a n k $:^^Lfc^3^>. ES 
T©if»tC, 9 O%J^±©^llttS:*i-S%0 7^t^H>##W3 3 

# 0 7 5) #a»3*iTv%fc#. aP4)"B!^©T?*»q!©fie«i:Hi;fiaHS:=i 

[0 0 3 1 ] 

<HP0 2 9 9 1> (SM#2, 12, 2 2) 

h£*&fc<»Ifil*KB c DNA7'f^y-*&ff6nfei'n->HP0 2 
9 9 1©cDNA^>t-h©^IIEM^^tfci:r5, 8 1 bp© 5' #N 
BliRIHSU 1 74 9 b pCORF, 8 0 0 b p © 3 * $m&.W&fr hte&WSk* 
^LT^£= ORFtt5 8 27^;i»b^SSeSI:3-FLTS'J, N 
*SBJC«l)£^|&S'^^/« { #«ELfe- H2i:Kyt e-Do ol i t t 1 

ORF^e>^«$tlS^46 4, 2 4 4 «fc *J V* 6 6 kD a ©SIR 

-3, -l) gUPJfcjIM'fS^ M0S»2 7#g©AU Si:^ 

#jB£*^«tt#*<&«&#7fiffi (7 0#BA s n-Gl y-Thr, 18 2 
tgAsn-Gly-Thr, 2 9 4 # S A s n - G 1 y - S e r , 3 1 0|g 
Asn-His-Thr, 3 5 2 # g A s n - G 1 y - T h r , 3 9 3#@As 
n-Glu-Thr, 407#gAsn-Cys-Ser) #&-r£o 
[0 0 3 2] 
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V^XFKB P 6 5^iat (GenBank7^t^ 3 >S^L0 7 0 6 3 
) *£4Rtt«LTV*fc„ ^3ld, ^iffit^gg (hp) iv^FKB 

[0 0 3 3] 
[*3] 

^3 



HP MFPAGPPSHSLLRLPLLQLLLLVVQAVGRGLGRASPAGGPLEDVVIERYHIPRACPREVQ 
** •*••**•* *...*.**** . *. . . **«***«*,*»«**«m**«**x»*» 

MM MFLVGSSSHTLHRVR I LPLLLL-LQTLERGLGRASPAGAPLEDVV I ERYH I PRACPREVQ 
HP MGDFVR YHYNGTFEDGKKFDSSYDRNTL VA I VVG VGRL I TGMDRGLMGMCVNERRRL I VP 
************************* .********************************** 
MM MGDFVRYHYNGTFEDGKKFDSSYDRSTL VA I VVGVGRL I TGMDRGLMGMCVNERRRL I VP 

HP PHLGYGSIGLAGLIPPDATLYFDVVLLDVWNKEDTVQVSTLLRPPHCPRMVQDGDFVRYH 
*********. ********************** # **** . . ***** . ******, . ****** 

MM PHLGYGS I GVAGL IPPDATL YFDV VLLDVWNKADTVQST I LLRPP YCPRMVQNSDFVR YH 
HP YNGTLLDGTSFDTSYSKGGT YDTYVGSG WL I KGMDQGLLGMCPGERRK 1 1 IPPFLAYGEK 
»**«m.x».m.«x*m.**n*«***«»**m** . ************** 
MM YNGTLLDGTGFDNSYSRGGTYDTYI GSGWL IKGMDQGLLGMCPGEKRK III PPFLAYGEK 

HP GYGTVIPPQASLVFHVLLIDVHNPKDAVQLETLELPPGCVRRAGAGDFMRYHYNGSLMDG 
**************, a**.*******.*************** **************** 

MM GYGTVIPPQASLVFYVLLLDVHNPKDTVQLETLELPQGCVRRAVAGDFMRYHYNGSLMDG 
HP TLFDSSYSRNHT YNT Y I GQG Y 1 1 PGMDQGLQGACMGERRR I T I PPHLA YGENGTGDK I PG 
**************** m ************************_ ***************** 

MM TLFDSSYSRNHTYNT Y VGQG Y 1 1 PGMDQGLQGAC I GERRR I TVPPHLA YGENGTGDK I PG 

HP SAVLIFNVHVIDFHNPADVVEIRTLSRPSETCNETTKLGDFVRYHYNCSLLDGTQLFTSH 



] 5 



HiliE#^ J 1 - 3 0 8 9 7 0 4 




#5(2. 10 — 364315 



****** ^ ********* ,* ***^*****^*^*****^ *x* # ************ m *x ^ ** 
MM SAVL I FDVHV I DFHNPSDPVE I KTLSRPPENCNETSK I GDF I R YHYNCSLLDGTRLFSSH 
HP DYGAPQEATLGANKV I EGLDTGLQGMCVGERRQLI VPPHLAHGESGARGVPGSAVLLFEV 

**. **** ************ *********************** m *************** 

MM DYEAPQE I TLGANK V I EGLDRGLQGMCVGERRQL I VPPHLAHGENGARGVPGSA VLLFEV 
HP ELVSREDGLPTGYLFVWHKDPPANLFEDMDLNKDGEVPPEEFSTF I KAQVSEGKGRLMPG 

***************** ^ . . ******************* . ****** ^ ********* 

MM ELVSREDGLPTGYLFVWYQDPSTSLFEDMDLNKDGEVPPEEFSSF I KAQVNEGKGRLMPG 
HP QDPEKT I GDMFQNQDRNQDGK I TVDELKLKSDEDEER VHEEL 

3§C 3{C CjC ^ 3$C 3fC 3jC ^ 3jC 5jC 3^C 3jC CjC 2$C 3|C3|C 3jC 3jC 5jC 3jC 3jC ^ ^ «jC 3jC 3§£ 2|C 3jC 5fC ^ 3$C 3§C 3jC 3|C 3$C 

MM QDPDKT I SDMFQNQDRNQDGK I TAEELKLKSDEDQERVHEEL 
[0 0 3 4] 

*cDNAfflgiffi^S:ffl^TGenBank5:iilttr5, ES 
0 8 5 3 6) #|B^£*lT^fc#, SP^SH^J^O^^B^CDgaK £ m £S0S€ 
[0 0 3 5] 

<HP03063> m?m-% 3 , 13, 23) 

t h7-f ^ni?-;i/Zi-V$H^^HT- 1 0 8 0 c DNA^^f ^ U -fr£>#£> 
*l£*n->HP 0 3 0 6 3CDc DNA-f>f - h L £ £ 3 

3, 88bp05' 1 2 3 3 bp0ORF, 151bp©3' #181 

mmm-frb&zm&zmLT^fc. orf&4 i 0 7^;i»e.*sifii 

$:3-Flt^'J, N^lClt^M® K*>f >##£L£ 0 03lCKyte- 
Doo 1 i t t 1 eO^^T^to^^gejtt^j^TKffi/mTK'ffi^O^-f-;!/?:^ 
>bf h DlSIR©^, ORF^f)fgS^^-fl4 5, 7 8 6 tm^m 
£ 4 6 k D a (DfffiiRg L fe„ 
[0 0 3 6] 



ffiSE^^ 1 1-3089704 




#^ 1 0 — 3 6 4 3 

7"?^AUP1 (GenBank7^ti/a>|fU4 1 7 3 6) £ JKiRtt £ 
LT^fc 0 ^4tC, NgS® (HP) £v?*AUPl (MM) ©T 

t)t, 9 0. 2%0ffiHtt£;£l,T^fc. 
[0 0 3 7] 

*4 



# HP MELPSGPGPERLFDSHRLPGDCFLLLVLLLYAPVGFCLLVLRLFLG I HVFLVSCALPDSV 

** *. .*************.* XXX*.XX**XX*X.*X**X**XX*.*XXXXXXXXXXX* 

MM MEPPPAPGPERLFDSHRLPSDGFLLLALLLYAPVGLCLLVLRLFLGLHVFLVSCALPDSV 
HP LRRFV VRTMCAVLGLVARQEDSGLRDHSVRVL I SNHVTPFDHN I VNLLTTCSTPLLNSPP 

MM LRRFVVRTMCAVLGLVARQEDSGLRDHRVRVLISNHVTPFDHNIVNLLTTCSTPLLNSPP 
HP SFVCWSRGFMEMNGRGELVESLKRFCASTRLPPTPLLLFPEEEATNGREGLLRFSSWPFS 
**********S*. * *xxxxxx.xxxxxxxxxxxxxxxxxxxxxxxxxxxxxxxxxxxx 

MM SFVCWSRGFMEMDRRVELVESLKKFCASTRLPPTPLLLFPEEEATNGREGLLRFSSWPFS 
^ HP I QDVVQPLTLQVQRPLVSVTVSDASWVSELLWSLFVPFTVYQVRWLRPVHRQLGEANEEF 

XXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXX.X. . ***«*„ . X** 

MM I QDVVQPLTLQVQRPLVS VTVSDASWVSELLWSLFVPFTVYQVRWLHP I RRQLGEESEEF 
HP ALRVQQLVAKELGQTGTRLTPADKAEHMKRQRHPRLRPQSAQSSFPPSPGPSPDVQLATL 
*xxxx*x*xxxxxx m xxxxxxxxxxxxxxxxxxxxxxxxx.xxxx*. .x.xx.xxxx.xx 

MM ALRVQQLVAKELGQ I GTRLTPADKAEHMKRQRHPRLRPQSVQSSFPSPPSPSSDVQLTTL 
HP AQRVKEVLPHVPLG V I QRDLAKTGCVDLT I TNLLEG AVAFMPED I TKGTQSLPTASASKF 

X.XXXXXXXXXXX. XXXXXXX.XXXXXXXXXXXXXXXXXXXXXX.X.X.XX X. . XX. XX 

MM AHRVKEVLPHVPLNV I QRDLARTGCVDLT I TNLLEG AVAFMPED VTEGSQSPPAPSAPKF 
HP PSSGPVTPQPTALTFAKSSWARQESLQERKQALYEYARRRFTERRAQEAD 

**** ,*XXX*X*XX****XX*XX*X*X*XXXXX*XXXXXX xx.xxxx. 
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MM PSSGLATPQPTALTFAKSSWARQESLQERKQALYEYARRRFRERQAQEAE 



[0 0 3 8] 

#cDNAOfiiil?!IfefflV^TGe n B a n k?:tiLfetl5, ES 
T©#IC, 9 O^JKJtCffirattfe^-r**)® 7^ti/a>ffAAl 
3 1 9 3 2) #£#3:riTV%fctf, M-fH^Jft©^#3SfE<Z>Sefl £ HI CSSK 
ft 3 - K L T ^ * if O jWiJffjfeT? £ ft V>o 
[0 0 3 9] 

<HP0 3 0 9 1> (ffi?Jtf 4, 14, 24) 

H MfficDNA5>f^'J - ^b#e>tlfe^n->HP 0 3O910CDN 
A>f>-fr- hO^SKW&fcfiLfcfciS, 16bp©5' 14 
52bp0ORF, 184bp©3' ^M^Ktffr&fcSflBi&^kT^fc. O 

i/?±)\/tf&&bt=.o 04|CKyte-Doolittle CD £#3 

&z (-3. -l) ffiflu&aua-r /ai&scaetts 4 #a©n>f 

[0 0 4 0] 

hi hOS-9lfiI (SWI S S- P ROT7?t^3>t#Q 1 3 4 3 8) £ 
£«ttfc3£UTHfc. ^51C, *M©tlhge« (HP) £KhOS-9Mfi 

g (os) <dt 5 jmmmvitmzmTo -\%¥*?v?*l. 

fee ro^osMGDS/XTM >#&#£*lT^£o 
[0 0 4 1 ] 

*5 



1 8 
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HP MEEGGGGVRSLVPGGPVLLVLCGLLEASGGGRALPQLSDD I PFR VNWPGTEFSLPTTGVL 

• *••• **.* *** *. . xx. * 

OS MAAETLLSSLLGLLLL-GLLLPASLTGGVGSLNLEELSEMRYG I E I LPLPVMGGQ 

HP YKEDNYV I MTTAHKEK YKC I LP LVTSGDEEEEKDYKGPNPRELLEPLFKQSSCSYR 

**... .*..*.* ** ***. .*.**. .xxx.x s 

OS SQSSDVV I VSSKYKQRYECRLPAGA I HFQREREEETPA YQGPG I PELLSPM-RDAPCLLK 
HP I ESYWTYEVCHGKH I RQYHEEKETGQK I N I HEYYLGNMLAKNLLFEKEREAEEKEKSNE I 

**** X.X.XX.XXX * ... * .. XXX 

OS TKDWWTYEFCYGRH I QQYHME-DSE I KGEV — LYLG YYQSAFD WDDET 

HP PTKN I EGQMTPYYPVGMGNGTPCSLKQNRPRSSTVMY I C HPESKHE I LSVAEVTTCE 

*.. . ***. *.* ..***...*...* * . * .*.* .*. 

OS AKASKQHRLKRYHSQTYGNGSKCDL-NGRPREAEVRFLCDEGAG I SGDY I DRVDEPLSCS 
HP YEW I LTPLLCSHPKYRFRASP V-ND I FCQ-SLPGSPFKPLTLRQLEQQEE I LR VPFRRN 

* ** **-** * ..*.. ..*.*. ** ** . .. 

OS YVLT I RTPRLCPHPLLRPPPSA APQA I LCHPSLQPEEYMA YVQRQADSKQYGDK 1 1 EELQ 



[0 0 4 2] 

1 3 6 7 8) #£»;**iT^fctf, »#«*J&©T?#»IB©«B«i:HCgB« 
[0 0 4 3] 

<HP0 3 0 9 2> (1^5, 15, 2 5) 

MFKcDNA5>f^'J-^&#^fc^n->HP 0 3 0 9 2©cDN 
A4yy—h<D£i&mmm*:&l£L1£.£.Z.^ 1 9 b p © 5 ' #HK1H«, 18 
24bp©ORF. 2 6 9 bp®3' #08Rffi«*t h fcS^iig £ M L X V*fc. O 

RFtte o 775 ;s«i*e.ft*5eRsn - klts»j, ^^<i:=b6M© 

*£j£JRJtii F*>f >##ftLfc„ @5CKyte-Doolittl e©#&T* 



ffifiE$#¥ 1 3-3089704 



^ 10-364315 

[0 0 4 4] 

5f hffFBl#M#f NSfiK (Ge nB a nk7ni/3>|fL 2 

7 6 5 1) £3E{Kttfc^bTVxfc 0 i6C, #38iJ!©fc hgajt (HP) t5*; 
hJffIi#M^h9>^3K- hS6ft (RN) ©T^yBMBWMK&a*-*-. -« 

{CfcfcoT. 7 0. 0%©ffiHH£&#LTV^. 
[0 0 4 5] 
• [*6] 

* 6 



HP MGFEELLEQVGGFGPFQLRNVALLALPRVLLPLHFLLP I FLAAVPAHRCALPGAP ANFSH 
**** ** *********** * **** *** ***** * ****** ********* ** 

RN MGFEDLLDKVGGFGPFQLRNLVLMALPRMLLPMHFLLPVFMAAVPAHHCALPGAPANLSH 
HP QDVWLEAHLPREPDGTLSSCLRFAYPQALPNTTLGEERQSRGELEDEPATVPCSQGWEYD 

****** * * *********** 

RN QDLWLEAHLPRETDGSFSSCLRFAYPQTVPNVTLGTEVSNSGEPEGEPLTVPCSQGWEYD 
HP HSEFSSTI ATESQVG I Y I I HLEVECRWRQSPWEAAGRGLPWEEAEAAGLGRDKVS YSPSW 
********* 

RN RSEFSSTIAT 

HP RESLGGLLSGMEWDLVCEQKGLNRAASTFFFAGVLVGAVAFGYLSDRFGRRRLLLVAYVS 
****** * *** ** ** ******* ******************* 

RN EWDLVCQQRGLNK I TSTCFF I GVLVGA VVYGYLSDRFGRRRLLLVAYVS 

HP TLVLGLASAASVSYVMFAITRTLTGSALAGFT I I VMPLELEWLDVEHRTVAG VLSSTFWT 

RN SLVLGLMSAASINYIMFVVTRTLTGSALAGFTI IVLPLELEWLDVEHRTVAGVISTVFWS 
HP GGVMLLALVGYL I RDWRWLLLAVTLPC APG I LSLWWVPESARWLLTQGHVKEAHR YLLHC 
*** ********** ******* **** *** * ************** * ** *** * 
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RN GGVLLLALVGYLI RSWRWLLLAATLPCVPG 1 1 S I WWVPESARWLLTQGRVEEAKKYLLSC 
HP ARLNGRPVCEDSFSQEAVSKVA AGERVVRRPSYLDLFRTPRLRH I SLCCVVVWFGVNFSY 

* ****** * * **** * ** ********** ******** ********* 
RN AKLNGRPVGEGSLSQEALNNVVTMERALQRPSYLDLFRTSQLRH I SLCCMMVWFGVNFSY 
HP YGLSLDVSGLGLNVYQTQLLFGAVELPSKLLVYLSVRYAGRRLTQAGTLLGTALAFGTRL 

*** ************************* ** ** ***** ** *** ** *** * 
RN YGLTLDVSGLGLNVYQTQLLFG AVELPSK I MVYFLYRRLGRRLTEAGMLLGAALTFGTSL 
HP LVSSDMKSWSTVLAVMGKAFSEAAFTTAYLFTSELYPTVLRQTGMGLTALVGRLGGSLAP 

*** *** * * * **************************** ***** **** *** 
RN LVSLETKSW I TALVVVGK AFSEAAFTTAYLFTSELYPT VLRQTGLGLTALMGRLGASLAR 
HP LA ALLDGV WLSLPKLTYGG I ALLAAGT ALLLPETRQ AQLPET I QDVERKSAPTSLQEEEM 

********** *** ****** ** ******** ************* * *** 

RN LAALLDGVWLLLPKVA YGG I ALVAACT ALLLPETKKAQLPET I QDVERK STQEE 

HP PMKQVQN 

RN DV 



[0 0 4 6] 

*cDNA©Mi3l t JI:MV>tGenBank^Ml/feiir5, ES 

16020) #g*3*iT^fc#, u^mm^r^mm<Dm&^.t.n^m&w 

[0 0 4 7] 

<HP03 1 16> (H^Iff 6, 16, 2 6) 

M hl^^Ii^KB cDNA7^^7'J -i^#^fc^n->HP0 3 
1 1 6©cDNA-f h<D±&MW&WZ&&lst-£ZZ>. 32bp©5' # 

94 5 bp0ORF, 1 1 0 b p©3' #N»flR1Btf #£>fc*#3ifc^ 
LTV^fe. ORFij:3 14 75yi^e)&5Sei&n-KlTSU, 
#lCffi£#i&2/^;]/###bfc. @6i:Kyte-Doolittl e (D^m 



miIE#¥ 3 3-3089704 
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wfi^wsre** (-3, -i) mmzmm-tzt.. ^iiei}i2o#a®<j 

?Vzi*/l/-*/a ytfmz&-%M&tf2bZ>$b&ij i 3nffi ( 1 6 7#g A s n-A 
rg-Thr, 2 O0#gAs n-As n-Se r, 273#@Asn-Ile 
- S e r) 
[0 0 4 8] 

HhProstasin (SWI S S - P R OT T V iz *s 3 >#-^Q 1 6 6 5 1 

) zmmzmLx^fr. muz. *&m<Dn hsesc (hp) ^hPros 

tasin (PR) <DT$. ;mmP}<DStm*mt 0 -l**rW7Z. * tt#3fct|! 

^««lC*>feoT, 3 9. 8%(Z>*B^<Bl£%bTV^,, 
[0 0 4 9] 

mi] 

*7 



HP MGARGALLLALLLARAGLRKPESQEAAPLSGPCGRRVI TSRI VGGEDAELGRWPW 

PR M AQKG VLGPGQLG A VA I LLYLGLLRSGTG-AEGAEAPCG-VAPQAR I TGGSSA V AGQWPW 
HP QGSLRLWDSHVCGVSLLSHRWALTAAHCFETYSDLSDPSGWMVQFGQLTSMPSFWSLQAY 

PR QVSITYEGVHVCGGSLVSEQWVLSAAHCF PSEHHKEAYEVKLGA-HQLDSY SED 

HP YTRYFVSN I YLSPR YLGNSPY-D I ALVKLSAPVTYTKH I QP I CLQASTFEFENRTDCWVT 
*.*« ... *.*....*. ****.». . .* * .* ** 

PR AKVSTLKD 1 1 PHPSYLQEGSQGD I ALLQLSRP I TFSRYIRP I CLPAAN ASFPNGLHCTVT 
HP GWGY I KEDEALPSPHTLQEVQVA 1 1 NNSMCNHLF-LK YSFRKD I F — GDMVCAGNAQGGK 

***.. . .* .*..**...*..*... ** * * .****** ..*** 

PR G WGH VAPSVSLLTPKPLQQLEVPL I SRETCNCLYN I DAKPEEPHFVQEDM VCAG YVEGGK 
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1 0-3 64 3 1^ 



HP DACFGDSGGPLACNKNGLW YQ I GV VSWGVGCGRPNRPG V YTN I SHHFEW I QKLM AQSGMS 

*** *******.* .X*** .*.***« .** ,**xxx*z * ^ .***. 

PR DACQGDSGGPLSCPVEGLWYLTGIVSWGDACGARNRPGVYTLASSYASWIQSKVTELQPR 
HP QPDPSWPLLFFPLLWALPLLGPV 

PR WPQTQESQPDSNLCGSHLAFSSAPAQGLLRP I LFLPLGLALGLLSPWLSEH 



[0 0 5 0] 

*cDNA0Jgll^J5:I^TGenBank^ibfci:r5, ES 
59 10 1) #fi#S4lTHfc#, gP^lS^lI^©T**|g^0DgeMi:|5fCMeS 
[0 0 5 1] 

<HP10618> (K3*J#-* 7 % 17, 27) 

fc h7^f ^o-9-;b=r-vHj8S^HT- l 0 8 0 cDNA7^^'J-*e.#e, 
^^D->HP1 06 1 8© c DN A>f h©^»SB^J$:^bfci:^ 
3, 215bp05' #SSlRM*it 2 8 5 b p ©O R F, 1194bp©3' ^ 

S3-KIT«»J, N^JC^l&S® K*>f >##:£Lfc 0 i7lCKyte- 
Do o 1 i t t 1 e^^T^^Ac^aKcD^tt/^tt^n^^-;!/^^ 
>f >tf M3«fR©*g:fc, ORF^e>^«$*l§^49, 7 0 9 tMt5 
1 0 k D a <Z>HfRjg*»#£jfc L/ fc. 
[0 0 5 2] 

#c DNA©i6*BJ#[S:fl^TG e n B a n k &^Lfct35> E S 
TOcpfC, 9 0%JW±©t@TO5:^-r<2>%© (flAtf. 7^ti/3>tfAA2 

87125) tfStfstiTVMfctf, fiu^iB^i3&©-e*»w©saiti:Hcaiajc 

[0 0 5 3] 

<HP10 619> (i^##8, 18, 2 8) 



] j-3089704 
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t h7-f^D^-7liftHT - 1 0 8 0 c DNA7>f ^y-)i)^#f> 
tifc^O-^HP 10 6 1 9© c DNA'f F©£fi3£B!#JS:&j£ Lfei: i 

5, 11 bp© 5' #f*tigRffi& 6 5 7 bp©ORF, 8 5 4 bp©3' #8flR 
M^e>&£«^£^LTV^o ORFtt2 1 8 7?;^IA^4^Set?: 
N*agtC*^KJtjiF^>r>^#«Ebfc. 08i:Kyte-D 
oo 1 i t t 1 e ®*filTf*«)fe*gaft©»*tt/»*tt^D7'f - fl/feSt 

[0 0 5 4] 

*cDNA©SaiS^JS:fflV^TGe nB a nk&^ilfci:i5> ES 
T©tf»lC, 9 0%J^±©*B|Stf££;£-f 5%© (MAtf, T * 3 >#-^Z 4 3 

0 8 9) #fi#s*iT^fc#. as^ffi^i*©*e*»w©«aJt^HD«a*t*: 3 

[0 0 5 5] 

<HP10622> (IB#I## 9 , 19, 29) 

H FffFBicDN A7>f^5'J -^e>»e>4xfe^D->HP 1 0 6 2 2©cDN 
A>f h©±^*IB^J?:^Lfei:w5^ 43bp®5' #iffitR«u 13 

83bp©ORF, 165b P ©3' #»flR««#&fc**£&^bTV*fc. O 

rf&4 6 or^ ;t»?)&5gei^3- KbTfey, N^mizmmti-m 

i/>f-}-)ltf&tELfro 09 fCKy te-Doolittle (Djj&T'&tbfr&M. 

(-3, -l) mm^mm-t^t.. jmm&nii&i 7#s©*y 

S/s >*«jBi6Brffitt* c fe*aPf£* c 4ftm (2 3#0As n-Se r-Se 

1 1 5#gAs n-Me t - S e r, 2 9 6 #@ A s n - G 1 u - T h r , 35 
7#SA s n-T y r -Th r ) ##1"£ 0 

[0 0 5 6] 

fchangiopoietin-1 (GenBan k7^t^3>S§U 8 3 5 
0 8) fcJBIKtt&^l'TVMfc. *8KI, ##P£0fc: hg6® (HP) £ h a n 



miE#¥ 1 1-3089704 
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g i op o i e t i n-1 (AN) ©7 5 ^ »BB*J©Jt«&3Vr. -It^Vv? 

[0 0 5 7] 

*8 



HP 



MFT I KLLLF I VPL V I SS 



AN MTVFLSFAFLAA I LTH I GCSNQRRSPENSGRR YNR I QHGQCA YTF I LPEHDGNCRESTTD 
HP R IDQDNSSFDSLSPEPKSRFAMLDDVK ILANGLLQLGHGLKDF-VHKTKGQI NDIFQKLN 

**• • ••* * - *... *.. * * *. . 

AN QYNTNALQRDAPHVEPDFSSQKLQHLEHVMENYTQWLQKLENYIVENMKSEMAQI-QQNA 
HP I FDQSFYDLSLQTSE I KEEEKELRR-TTYKLQVKNEEVKNMSLELNSKLESLLEEK I LLQ 
.... *.. ** *.*..***... ***** 

AN VQNHTAtMLEIGTSLLSQTAEQTRKLTDVETQVLNQTSRLEIQLLENSLSTYKLEKQLLQ 
HP QK VKYLE-EQLTNL I QNQPETPEHPEVTSLKTFVEKQDNS I KDLLQTVEDQYKQLNQQHS 

*• • * * * - .-*-*. *...* ...*. . ..*..* 

AN QTNE I LK I HEKNSLLEHK I LEMEGKHKEELDTLKEEKEN-LQGLVTRQTY I I QELEKQLN 
HP Q I KEI ENQLRRTS I QEPTE I SLSSKPR APRTTPFLQLNEI RNVKHDG I PAECTT I YNRGE 

*•• • * •• * *...*. * 

AN RATTNNSVLQKQQL-ELMDTVHNLVNLCTKEGVLL — KGGKREEEKPFR-DCADVYQAGF 
HP HTSGMYA I RPSN-SQVFHVYCDV- I SGSPWTL I QHR IDGSQNFNETWENYKYGFGRLDGE 
..**.*.* .* .*.*.. ..*. **.**** *** .*..** ***. .** 
AN NKSGI YT I Y I NNMPEPKK VFCNMD VNGGG WTV I QHREDGSLDFQRGWKEYKMGFGNPSGE 
HP FWLGLEK I YS I VKQSNYVLR I ELEDWKDNKHY IEY-SFYLGNHETNYTLHLVA I TGNVPN 

.*** * *..*..*. .*.****» **..*. * .* .*..**.. *x *.» m ** 
AN YWLGNEF I FA I TSQRQYMLR I ELMDWEGNR AYSQYDRFH I GNEKQN YRLYLKGHTGTAGK 



tfifIE#¥ ] 1 - 3 0 8 9 7 0 4 
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HP A I P-ENKDLVFSTWDHKAKGHF-NCPEGYSGGWWWHDECGENNLNGKYNKPRAKSKPERR 

^ 9 * « • • • • * • • • • • • m w w w 

AN QSSLI LHGADFSTKDADNDNCMCKCALMLTGGWWF-DACGPSNLNGMFY — TAGQNHGKL 
HP RGLSWKSQNGRLYS I KSTKML I HPTDSESFE 

.*..*. .*. **. .**.*.*.* * 
AN NG I K WHYFKGPSYSLRSTTMM I RPLDF 



[0 0 5 8] 

ttc *cDNACi|lSi?iJ5:ffl^tGenBank$:Mbfci:z:5, ES 
16 1) #£»3tiTV*fc#, §P^BS^ll^©T^^^©Sa^i:I^CSaK$:3 
[0 0 5 9] 

<HP 1 0 6 2 5> (I^IS^IO, 2 0. 3 0) 

MFFRc DNA9>r^5U-^e>#&*lfe^n->HP 1 0 6 2 5©cDN 

A>f yv- h<D±M.mmm*$kfeht~£z.?>. i33bp©5' immw&. 6 

51bp©ORF, 4 6 5 bp®3' #H8RIB«;fr &fc5*5t&^b*0*fc. O 
31 K*>f BlOCKyte-Doolittl e (Djsmv&lbfc 

[0 0 6 0] 

*cDNA©tiS?iJI:ffl^TGenBank^bfci:r5, ES 

052) ^^$tiTv%fe*^ Bfimmft<DT**mm<Dm&M£mvm.&M*=i 

[0 0 6 1] 

ZLCDDNACDll!^'^*-. fciOfi©DNAS:»3KS*feJC«ittilSS:ll«'rS 

2 6 mfE#¥ 11-3089704 



10-3643 1\ 




# [0 0 6 2] 

<110> Sagami Chemical Research Center, 
Protegene Inc. 

<120> Human proteins having hydrophobic domains and DNAs encoding these 
proteins 
<130> S018185 
<160> 30 
[0 0 6 3] 
^ <210> 1 

<211> 1445 
<212> PRT 

<213> Homo sapience 
<400> 1 

Met Gin Gly Pro Pro Leu Leu Thr Ala Ala His Leu Leu Cys Val Cys 



5 



10 



15 



Thr Ala Ala Leu Ala Val Ala Pro Gly Pro Arg Phe Leu Val Thr Ala 



20 



25 



30 



Pro Gly He He Arg Pro Gly Gly Asn Val Thr He Gly Val Glu Leu 



35 



40 



45 



-3089704 
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Leu Glu His Cys Pro Ser Gin Val Thr Val Lys Ala Glu Leu Leu Lys 



50 



55 



60 



Thr Ala Ser Asn Leu Thr Val Ser Val Leu Glu Ala Glu Gly Val Phe 



65 



70 



75 



80 



Glu Lys Gly Ser Phe Lys Thr Leu Thr Leu Pro Ser Leu Pro Leu Asn 



85 



90 



95 



Ser Ala Asp Glu He Tyr Glu Leu Arg Val Thr Gly Arg Thr Gin Asp 



100 



105 



110 



Glu He Leu Phe Ser Asn Ser Thr Arg Leu Ser Phe Glu Thr Lys Arg 



115 



120 



125 



He Ser Val Phe He Gin Thr Asp Lys Ala Leu Tyr Lys Pro Lys Gin 



130 



135 



140 



Glu Val Lys Phe Arg He Val Thr Leu Phe Ser Asp Phe Lys Pro Tyr 



145 



150 



155 



160 



Lys Thr Ser Leu Asn lie Leu He Lys Asp Pro Lys Ser Asn Leu lie 



165 



170 



175 



Gin Gin Trp Leu Ser Gin Gin Ser Asp Leu Gly Val He Ser Lys Thr 



180 



185 



190 



Phe Gin Leu Ser Ser His Pro lie Leu Gly Asp Trp Ser He Gin Val 



195 



200 



205 



Gin Val Asn Asp Gin Thr Tyr Tyr Gin Ser Phe Gin Val Ser Glu Tyr 



210 



215 



220 



Val Leu Pro Lys Phe Glu Val Thr Leu Gin Thr Pro Leu Tyr Cys Ser 



225 



230 



235 



240 



Met Asn Ser Lys His Leu Asn Gly Thr lie Thr Ala Lys Tyr Thr Tyr 



245 



250 



255 



Gly Lys Pro Val Lys Gly Asp Val Thr Leu Thr Phe Leu Pro Leu Ser 



260 



265 



270 



Phe Trp Gly Lys Lys Lys Asn He Thr Lys Thr Phe Lys He Asn Gly 



2 8 
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275 280 285 

Ser Ala Asn Phe Ser Phe Asn Asp Glu Glu Met Lys Asn Val Met Asp 

290 295 300 

Ser Ser Asn Gly Leu Ser Glu Tyr Leu Asp Leu Ser Phe Pro Gly Pro 
305 310 315 320 

Val Glu He Leu Thr Thr Val Thr Glu Ser Val Thr Gly He Ser Arg 

325 330 335 

Asn Val Ser Thr Asn Val Phe Phe Lys Gin His Asp Tyr He He Glu 

340 345 350 

Phe Phe Asp Tyr Thr Thr Val Leu Lys Pro Ser Leu Asn Phe Thr Ala 

355 360 365 

Thr Val Lys Val Thr Arg Ala Asp Gly Asn Gin Leu Thr Leu Glu Glu 

370 375 380 

Arg Arg Asn Asn Val Val He Thr Val Thr Gin Arg Asn Tyr Thr Glu 
385 390 395 400 

Tyr Trp Ser Gly Ser Asn Ser Gly Asn Gin Lys Met Glu Ala Val Gin 

405 410 415 

Lys He Asn Tyr Thr Val Pro Gin Ser Gly Thr Phe Lys He Glu Phe 

420 425 430 

Pro He Leu Glu Asp Ser Ser Glu Leu Gin Leu Lys Ala Tyr Phe Leu 

435 440 445 

Gly Ser Lys Ser Ser Met Ala Val His Ser Leu Phe Lys Ser Pro Ser 

450 455 460 

Lys Thr Tyr He Gin Leu Lys Thr Arg Asp Glu Asn He Lys Val Gly 
465 470 475 480 

Ser Pro Phe Glu Leu Val Val Ser Gly Asn Lys Arg Leu Lys Glu Leu 

485 490 495 

Ser Tyr Met Val Val Ser Arg Gly Gin Leu Val Ala Val Gly Lys Gin 
500 505 510 



mm* j i 



-3089704 




4#*p 10 — 364315 



Asn Ser Thr Met Phe Ser Leu Thr Pro Glu Asn Ser Trp Thr Pro Lys 

515 520 525 

Ala Cys Val lie Val Tyr Tyr He Glu Asp Asp Gly Glu lie He Ser 

530 535 540 

Asp Val Leu Lys He Pro Val Gin Leu Val Phe Lys Asn Lys He Lys 
545 550 555 560 

Leu Tyr Trp Ser Lys Val Lys Ala Glu Pro Ser Glu Lys Val Ser Leu 

565 570 575 

Arg He Ser Val Thr Gin Pro Asp Ser He Val Gly He Val Ala Val 

580 585 590 

Asp Lys Ser Val Asn Leu Met Asn Ala Ser Asn Asp lie Thr Met Glu 

595 600 605 

Asn Val Val His Glu Leu Glu Leu Tyr Asn Thr Gly Tyr Tyr Leu Gly 

610 615 620 

Met Phe Met Asn Ser Phe Ala Val Phe Gin Glu Cys Gly Leu Trp Val 
625 630 635 640 

Leu Thr Asp Ala Asn Leu Thr Lys Asp Tyr lie Asp Gly Val Tyr Asp 

645 650 655 

Asn Ala Glu Tyr Ala Glu Arg Phe Met Glu Glu Asn Glu Gly His He 

660 665 670 

Val Asp lie His Asp Phe Ser Leu Gly Ser Ser Pro His Val Arg Lys 

675 680 685 

His Phe Pro Glu Thr Trp lie Trp Leu Asp Thr Asn Met Gly Ser Arg 

690 695 700 

He Tyr Gin Glu Phe Glu Val Thr Val Pro Asp Ser lie Thr Ser Trp 
705 710 715 720 

Val Ala Thr Gly Phe Val lie Ser Glu Asp Leu Gly Leu Gly Leu Thr 

725 730 735 

Thr Thr Pro Val Glu Leu Gin Ala Phe Gin Pro Phe Phe He Phe Leu 
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740 745 750 

Asn Leu Pro Tyr Ser Val He Arg Gly Glu Glu Phe Ala Leu Glu He 

755 760 765 

Thr He Phe Asn Tyr Leu Lys Asp Ala Thr Glu Val Lys Val He He 

770 775 780 

Glu Lys Ser Asp Lys Phe Asp He Leu Met Thr Ser Ser Glu He Asn 
785 790 795 800 

Ala Thr Gly His Gin Gin Thr Leu Leu Val Pro Ser Glu Asp Gly Ala 

805 810 815 

Thr Val Leu Phe Pro He Arg Pro Thr His Leu Gly Glu He Pro He 

820 825 830 

Thr Val Thr Ala Leu Ser Pro Thr Ala Ser Asp Ala He Thr Gin Met 

835 840 845 

He Leu Val Lys Ala Glu Gly He Glu Lys Ser Tyr Ser Gin Ser He 

850 855 860 

Leu Leu Asp Leu Thr Asp Asn Arg Leu Gin Ser Thr Leu Lys Thr Leu 
865 870 875 880 

Ser Phe Ser Phe Pro Pro Asn Thr Val Thr Gly Ser Glu Arg Val Gin 

885 890 895 

He Thr Ala He Gly Asp Val Leu Gly Pro Ser He Asn Gly Leu Ala 

900 905 910 

Ser Leu He Arg Met Pro Tyr Gly Cys Gly Glu Gin Asn Met He Asn 

915 920 925 

Phe Ala Pro Asn He Tyr He Leu Asp Tyr Leu Thr Lys Lys Lys Gin 

930 935 940 

Leu Thr Asp Asn Leu Lys Glu Lys Ala Leu Ser Phe Met Arg Gin Gly 
945 95 0 955 960 

Tyr Gin Arg Glu Leu Leu Tyr Gin Arg Glu Asp Gly Ser Phe Ser Ala 
965 970 975 
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phe Gly Asn Tyr Asp Pro Ser Gly Ser Thr Trp Leu Ser Ala Phe Val 

980 985 990 

Leu Arg Cys Phe Leu Glu Ala Asp Pro Tyr He Asp lie Asp Gin Asn 

995 1000 1005 

Val Leu His Arg Thr Tyr Thr Trp Leu Lys Gly His Gin Lys Ser Asn 

1010 1015 1020 

Gly Glu Phe Trp Asp Pro Gly Arg Val He His Ser Glu Leu Gin Gly 
1025 1030 1035 1040 

Gly Asn Lys Ser Pro Val Thr Leu Thr Ala Tyr He Val Thr Ser Leu 

1045 1050 1055 

Leu Gly Tyr Arg Lys Tyr Gin Pro Asn He Asp Val Gin Glu Ser He 

1060 1065 1070 

His Phe Leu Glu Ser Glu Phe Ser Arg Gly He Ser Asp Asn Tyr Thr 

1075 1080 1085 

Leu Ala Leu He Thr Tyr Ala Leu Ser Ser Val Gly Ser Pro Lys Ala 

1090 1095 1100 

Lys Glu Ala Leu Asn Met Leu Thr Trp Arg Ala Glu Gin Glu Gly Gly 
1105 1110 H15 H20 

Met Gin Phe Trp Val Ser Ser Glu Ser Lys Leu Ser Asp Ser Trp Gin 

1125 1130 1135 

Pro Arg Ser Leu Asp lie Glu Val Ala Ala Tyr Ala Leu Leu Ser His 

1140 H45 1150 

Phe Leu Gin Phe Gin Thr Ser Glu Gly He Pro He Met Arg Trp Leu 

1155 1160 1165 

Ser Arg Gin Arg Asn Ser Leu Gly Gly Phe Ala Ser Thr Gin Asp Thr 

1170 H75 1180 

Thr Val Ala Leu Lys Ala Leu Ser Glu Phe Ala Ala Leu Met Asn Thr 
1185 1190 1195 1200 

Glu Arg Thr Asn He Gin Val Thr Val Thr Gly Pro Ser Ser Pro Ser 
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1205 1210 1215 

Pro Val Lys Phe Leu He Asp Thr His Asn Arg Leu Leu Leu Gin Thr 

1220 1225 1230 

Ala Glu Leu Ala Val Val Gin Pro Thr Ala Val Asn He Ser Ala Asn 

1235 1240 1245 

Gly Phe Gly Phe Ala He Cys Gin Leu Asn Val Val Tyr Asn Val Lys 

1250 1255 1260 

Ala Ser Gly Ser Ser Arg Arg Arg Arg Ser He Gin Asn Gin Glu Ala 
1265 1270 1275 1280 

Phe Asp Leu Asp Val Ala Val Lys Glu Asn Lys Asp Asp Leu Asn His 

1285 1290 1295 

Val Asp Leu Asn Val Cys Thr Ser Phe Ser Gly Pro Gly Arg Ser Gly 

1300 1305 1310 

Met Ala Leu Met Glu Val Asn Leu Leu Ser Gly Phe Met Val Pro Ser 

1315 1320 1325 

Glu Ala He Ser Leu Ser Glu Thr Val Lys Lys Val Glu Tyr Asp His 

1330 1335 1340 

Gly Lys Leu Asn Leu Tyr Leu Asp Ser Val Asn Glu Thr Gin Phe Cys 
1345 1350 1355 1360 

Val Asn He Pro Ala Val Arg Asn Phe Lys Val Ser Asn Thr Gin Asp 

1365 1370 1375 

Ala Ser Val Ser He Val Asp Tyr Tyr Glu Pro Arg Arg Gin Ala Val 

1380 1385 1390 

Arg Ser Tyr Asn Ser Glu Val Lys Leu Ser Ser Cys Asp Leu. Cys Ser 

1395 1400 1405 

Asp Val Gin Gly Cys Arg Pro Cys Glu Asp Gly Ala Ser Gly Ser His 

1410 1415 1420 

His His Ser Ser Val He Phe He Phe Cys Phe Lys Leu Leu Tyr Phe 
1425 1430 1435 1440 
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Met Glu Leu Trp Leu 



1445 



[0 0 64] 



<210> 2 
<211> 582 
<212> PRT 

<213> Homo sapience 
<400> 2 



Met Phe Pro Ala Gly Pro Pro Ser His Ser Leu Leu Arg Leu Pro Leu 



10 



15 



Leu 



Arg 



Gin Leu Leu Leu Leu Val Val Gin Ala Val Gly Arg Gly Leu Gly 



20 



25 



30 



Ala Ser Pro Ala Gly Gly Pro Leu Glu Asp Val Val lie Glu Arg 



35 



40 



45 



Tyr His He Pro Arg Ala Cys Pro Arg Glu Val Gin Met Gly Asp Phe 



50 



55 



60 



Val Arg Tyr His Tyr Asn Gly Thr Phe Glu Asp Gly Lys Lys Phe Asp 



65 
Ser 



70 



75 



80 



Ser Tyr Asp Arg Asn Thr Leu Val Ala lie Val Val Gly Val Gly 



85 



90 



95 



Arg Leu He Thr Gly Met Asp Arg Gly Leu Met Gly Met Cys Val Asn 



100 



105 



110 



Glu 



Arg Arg Arg Leu lie Val Pro Pro His Leu Gly Tyr Gly Ser lie 



115 



120 



125 



Gly Leu Ala Gly Leu He Pro Pro Asp Ala Thr Leu Tyr Phe Asp Val 



130 



135 



140 



Val 
145 



Leu Leu Asp Val Trp Asn Lys Glu Asp Thr Val Gin Val Ser Thr 



150 



155 



160 



Leu Leu Arg Pro Pro His Cys Pro Arg Met Val Gin Asp Gly Asp Phe 



3 4 



lfJK#¥l 1-3089704 




10 — 3643 1 



165 170 175 

Val Arg Tyr His Tyr Asn Gly Thr Leu Leu Asp Gly Thr Ser Phe Asp 

180 185 190 

Thr Ser Tyr Ser Lys Gly Gly Thr Tyr Asp Thr Tyr Val Gly Ser Gly 

195 200 205 

Trp Leu He Lys Gly Met Asp Gin Gly Leu Leu Gly Met Cys Pro Gly 

210 215 220 

Glu Arg Arg Lys He He He Pro Pro Phe Leu Ala Tyr Gly Glu Lys 
225 230 235 240 

Gly Tyr Gly Thr Val He Pro Pro Gin Ala Ser Leu Val Phe His Val 

245 250 255 

Leu Leu He Asp Val His Asn Pro Lys Asp Ala Val Gin Leu Glu Thr 

260 265 270 

Leu Glu Leu Pro Pro Gly Cys Val Arg Arg Ala Gly Ala Gly Asp Phe 

275 280 285 

Met Arg Tyr His Tyr Asn Gly Ser Leu Met Asp Gly Thr Leu Phe Asp 

290 295 300 

Ser Ser Tyr Ser Arg Asn His Thr Tyr Asn Thr Tyr He Gly Gin Gly 
305 310 315 320 

Tyr He He Pro Gly Met Asp Gin Gly Leu Gin Gly Ala Cys Met Gly 

325 330 335 

Glu Arg Arg Arg He Thr lie Pro Pro His Leu Ala Tyr Gly Glu Asn 

340 345 350 

Gly Thr Gly Asp Lys He Pro Gly Ser Ala Val Leu He Phe Asn Val 

355 360 365 

His Val He Asp Phe His Asn Pro Ala Asp Val Val Glu He Arg Thr 

370 375 380 

Leu Ser Arg Pro Ser Glu Thr Cys Asn Glu Thr Thr Lys Leu Gly Asp 
385 390 395 400 
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Phe Val 
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Arg Tyr His Tyr Asn Cys Ser Leu Leu Asp Gly Thr Gin Leu 



405 



410 



415 



Phe Thr Ser His Asp Tyr Gly Ala Pro Gin Glu Ala Thr Leu Gly Ala 



420 



425 



430 



Asn Lys Val He Glu Gly Leu Asp Thr Gly Leu Gin Gly Met Cys Val 



435 

Gly Glu Arg Arg Gin 



440 



445 



Leu He Val Pro Pro His Leu Ala His Gly Gli 



450 



455 



460 



Ser Gly Ala Arg Gly 



ly Val Pro Gly Ser Ala Val Leu Leu Phe Glu Val 



465 

Glu Leu 



470 



475 



480 



Val Ser Arg Glu Asp Gly Leu Pro Thr Gly Tyr Leu Phe Val 



485 



490 



495 



Trp 



His Lys Asp Pro Pro Ala Asn Leu Phe Glu Asp Met Asp Leu Asn 



500 



505 



510 



Lys Asp Gly Glu Val Pro Pro Glu Glu Phe Ser Thr Phe lie Lys Ala 



515 

Gin Val Ser G 

530 



520 



525 



lu Gly Lys Gly Arg Leu Met Pro Gly Gin Asp Pro Gli 



535 



540 



Lys Thr lie Gly Asp Met Phe Gin Asn Gin Asp Arg Asn Gin Asp Gly 



545 



550 



555 



560 



Lys lie Thr Val Asp Glu Leu Lys Leu Lys Ser Asp Glu Asp Glu Glu 



565 

Arg Val His Glu Glu Leu 



570 



575 



580 



[0 0 6 5] 



<210> 
<211> 
<212> 



410 
PRT 



<213> Homo sapience 



3 6 
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<400> 3 

Met Glu Leu Pro Ser Gly Pro Gly Pro Glu Arg Leu Phe Asp Ser His 

15 10 15 

Arg Leu Pro Gly Asp Cys Phe Leu Leu Leu Val Leu Leu Leu Tyr Ala 

20 25 30 

Pro Val Gly Phe Cys Leu Leu Val Leu Arg Leu Phe Leu Gly He His 

35 40 45 

Val Phe Leu Val Ser Cys Ala Leu Pro Asp Ser Val Leu Arg Arg Phe 

50 55 60 

Val Val Arg Thr Met Cys Ala Val Leu Gly Leu Val Ala Arg Gin Glu 
65 70 75 80 

Asp Ser Gly Leu Arg Asp His Ser Val Arg Val Leu He Ser Asn His 

85 90 95 

Val Thr Pro Phe Asp His Asn He Val Asn Leu Leu Thr Thr Cys Ser 

100 105 HO 

Thr Pro Leu Leu Asn Ser Pro Pro Ser Phe Val Cys Trp Ser Arg Gly 

115 120 125 

Phe Met Glu Met Asn Gly Arg Gly Glu Leu Val Glu Ser Leu Lys Arg 

130 135 140 

Phe Cys Ala Ser Thr Arg Leu Pro Pro Thr Pro Leu Leu Leu Phe Pro 
145 150 155 160 

Glu Glu Glu Ala Thr Asn Gly Arg Glu Gly Leu Leu Arg Phe Ser Ser 

165 170 175 

Trp Pro Phe Ser He Gin Asp Val Val Gin Pro Leu Thr Leu Gin Val 

180 185 190 

Gin Arg Pro Leu Val Ser Val Thr Val Ser Asp Ala Ser Trp Val Ser 

195 200 205 

Glu Leu Leu Trp Ser Leu Phe Val Pro Phe Thr Val Tyr Gin Val Arg 
210 215 220 
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Trp Leu Arg Pro Val His Arg Gin Leu Gly Glu Ala Asn Glu Glu Phe 
225 230 235 240 

Ala Leu Arg Val Gin Gin Leu Val Ala Lys Glu Leu Gly Gin Thr Gly 

245 250 255 

Thr Arg Leu Thr Pro Ala Asp Lys Ala Glu His Met Lys Arg Gin Arg 

260 265 270 

His Pro Arg Leu Arg Pro Gin Ser Ala Gin Ser Ser Phe Pro Pro Ser 

275 280 285 

Pro Gly Pro Ser Pro Asp Val Gin Leu Ala Thr Leu Ala Gin Arg Val 

290 295 300 

Lys Glu Val Leu Pro His Val Pro Leu Gly Val lie Gin Arg Asp Leu 
305 310 315 320 

Ala Lys Thr Gly Cys Val Asp Leu Thr lie Thr Asn Leu Leu Glu Gly 

325 330 335 

Ala Val Ala Phe Met Pro Glu Asp He Thr Lys Gly Thr Gin Ser Leu 

340 345 350 

Pro Thr Ala Ser Ala Ser Lys Phe Pro Ser Ser Gly Pro Val Thr Pro 

355 360 365 

Gin Pro thr Ala Leu Thr Phe Ala Lys Ser Ser Trp Ala Arg Gin Glu 

370 375 380 

Ser Leu Gin Glu Arg Lys Gin Ala Leu Tyr Glu Tyr Ala Arg Arg Arg 
385 390 395 400 

Phe Thr Glu Arg Arg Ala Gin Glu Ala Asp 
405 410 

[0 0 6 6] 
<210> 4 
<211> 483 
<212> PRT 

<213> Homo sapience 
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<400> 4 

Met Glu Glu Gly Gly Gly Gly Val Arg Ser Leu Val Pro Gly Gly Pro 

15 10 15 

Val Leu Leu Val Leu Cys Gly Leu Leu Glu Ala Ser Gly Gly Gly Arg 

20 25 30 

Ala Leu Pro Gin Leu Ser Asp Asp He Pro Phe Arg Val Asn Trp Pro 

35 40 45 

Gly Thr Glu Phe Ser Leu Pro Thr Thr Gly Val Leu Tyr Lys Glu Asp 

50 55 60 

Asn Tyr Val He Met Thr Thr Ala His Lys Glu Lys Tyr Lys Cys He 
65 70 75 80 

Leu Pro Leu Val Thr Ser Gly Asp Glu Glu Glu Glu Lys Asp Tyr Lys 

85 90 95 

Gly Pro Asn Pro Arg Glu Leu Leu Glu Pro Leu Phe Lys Gin Ser Ser 

100 105 110 

Cys Ser Tyr Arg lie Glu Ser Tyr Trp Thr Tyr Glu Val Cys His Gly 

115 120 125 

Lys His He Arg Gin Tyr His Glu Glu Lys Glu Thr Gly Gin Lys He 

130 135 140 

Asn He His Glu Tyr Tyr Leu Gly Asn Met Leu Ala Lys Asn Leu Leu 
145 150 155 160 

Phe Glu Lys Glu Arg Glu Ala Glu Glu Lys Glu Lys Ser Asn Glu He 

165 170 175 

Pro Thr Lys Asn He Glu Gly Gin Met Thr Pro Tyr Tyr Pro Val Gly 

180 185 190 

Met Gly Asn Gly Thr Pro Cys Ser Leu Lys Gin Asn Arg Pro Arg Ser 

195 200 205 

Ser Thr Val Met Tyr He Cys His Pro Glu Ser Lys His Glu He Leu 
210 215 220 
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Ser Val Ala Glu Val Thr Thr Cys Glu Tyr Glu Val Val lie Leu Thr 
225 230 235 240 

Pro Leu Leu Cys Ser His Pro Lys Tyr Arg Phe Arg Ala Ser Pro Val 

245 250 255 

Asn Asp He Phe Cys Gin Ser Leu Pro Gly Ser Pro Phe Lys Pro Leu 

260 265 270 

Thr Leu Arg Gin Leu Glu Gin Gin Glu Glu He Leu Arg Val Pro Phe 

275 280 285 

Arg Arg Asn Lys Glu Glu Asp Leu Gin Ser Thr Lys Glu Glu Arg Phe 

290 295 300 

Pro Ala lie His Lys Ser lie Ala lie Gly Ser Gin Pro Val Leu Thr 
305 310 315 320 

Val Gly Thr Thr His He Ser Lys Leu Thr Asp Asp Gin Leu lie Lys 

325 330 335 

Glu Phe Leu Ser Gly Ser Tyr Cys Phe Arg Gly Gly Val Gly Trp Trp 

340 345 350 

Lys Tyr Glu Phe Cys Tyr Gly Lys His Val His Gin Tyr His Glu Asp 

355 360 365 

Lys Asp Ser Gly Lys Thr Ser Val Val Val Gly Thr Trp Asn Gin Glu 

370 375 380 

Glu His He Glu Trp Ala Lys Lys Asn Thr Ala Arg Ala Tyr His Leu 
385 390 395 400 

Gin Asp Asp Gly Thr Gin Thr Val Arg Met Val Ser His Phe Tyr Gly 

405 410 415 

Asn Gly Asp He Cys Asp lie Thr Asp Lys Pro Arg Gin Val Thr Val 

420 425 430 

Lys Leu Lys Cys Lys Glu Ser Asp Ser Pro His Ala Val Thr Val Tyr 

435 440 445 

Met Leu Glu Pro His Ser Cys Gin Tyr He Leu Gly Val Glu Ser Pro 

4 0 ajfIE#¥l 




450 



455 



4#¥ 1 0-3 64 3 1 



460 



# 



Val lie Cys Lys He Leu Asp Thr Ala Asp Glu Asn Gly Leu Leu Ser 



465 



470 



475 



480 



Leu Pro Asn 
[0 0 6 7] 
<210> 5 
<211> 607 
<212> PRT 

<213> Homo sapience 
<400> 5 

Met Gly Phe Glu Glu Leu Leu Glu Gin Val Gly Gly Phe Gly Pro Phe 



1 



10 



15 



Gin Leu Arg Asn Val Ala Leu Leu Ala Leu Pro Arg Val Leu Leu Pro 



20 



25 



30 



Leu His Phe Leu Leu Pro He Phe Leu Ala Ala Val Pro Ala His Arg 



35 



40 



45 



Cys Ala Leu Pro Gly Ala Pro Ala Asn Phe Ser His Gin Asp Val Trp 



50 



55 



60 



Leu Glu Ala His Leu Pro Arg Glu Pro Asp Gly Thr Leu Ser Ser Cys 



65 



70 



75 



80 



Leu Arg Phe Ala Tyr Pro Gin Ala Leu Pro Asn Thr Thr Leu Gly Glu 



85 



90 



95 



Glu Arg Gin Ser Arg Gly Glu Leu Glu Asp Glu Pro Ala Thr Val Pro 



100 



105 



110 



Cys Ser Gin Gly Trp Glu Tyr Asp His Ser Glu Phe Ser Ser Thr He 



115 



120 



125 



Ala Thr Glu Ser Gin Val Gly He Tyr He He His Leu Glu Val Gli 



130 



135 



140 



Cys Arg Trp Arg Gin Ser Pro Trp Glu Ala Ala Gly Arg Gly Leu Pro 
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145 150 155 160 

Trp Glu Glu Ala Glu Ala Ala Gly Leu Gly Arg Asp Lys Val Ser Tyr 

165 170 175 

Ser Pro Ser Trp Arg Glu Ser Leu Gly Gly Leu Leu Ser Gly Met Glu 

180 185 190 

Trp Asp Leu Val Cys Glu Gin Lys Gly Leu Asn Arg Ala Ala Ser Thr 

195 200 205 

Phe Phe Phe Ala Gly Val Leu Val Gly Ala Val Ala Phe Gly Tyr Leu 

210 215 220 

Ser Asp Arg Phe Gly Arg Arg Arg Leu Leu Leu Val Ala Tyr Val Ser 
225 230 235 240 

Thr Leu Val Leu Gly Leu Ala Ser Ala Ala Ser Val Ser Tyr Val Met 

245 250 255 

Phe Ala lie Thr Arg Thr Leu Thr Gly Ser Ala Leu Ala Gly Phe Thr 

260 265 270 

He He Val Met Pro Leu Glu Leu Glu Trp Leu Asp Val Glu His Arg 

275 280 285 

Thr Val Ala Gly Val Leu Ser Ser Thr Phe Trp Thr Gly Gly Val Met 

290 295 300 

Leu Leu Ala Leu Val Gly Tyr Leu lie Arg Asp Trp Arg Trp Leu Leu 
305 310 315 320 

Leu Ala Val Thr Leu Pro Cys Ala Pro Gly He Leu Ser Leu Trp Trp 

325 330 335 

Val Pro Glu Ser Ala Arg Trp Leu Leu Thr Gin Gly His Val Lys Glu 

340 345 350 

Ala His Arg Tyr Leu Leu His Cys Ala Arg Leu Asn Gly Arg Pro Val 

355 360 365 

Cys Glu Asp Ser Phe Ser Gin Glu Ala Val Ser Lys Val Ala Ala Gly 
370 375 380 
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Glu Arg Val Val Arg Arg Pro Ser Tyr Leu Asp Leu Phe Arg Thr Pro 
385 390 395 400 

Arg Leu Arg His He Ser Leu Cys Cys Val Val Val Trp Phe Gly Val 

405 410 415 

Asn Phe Ser Tyr Tyr Gly Leu Ser Leu Asp Val Ser Gly Leu Gly Leu 

420 425 430 

Asn Val Tyr Gin Thr Gin Leu Leu Phe Gly Ala Val Glu Leu Pro Ser 

435 440 445 

Lys Leu Leu Val Tyr Leu Ser Val Arg Tyr Ala Gly Arg Arg Leu Thr 

450 455 460 

Gin Ala Gly Thr Leu Leu Gly Thr Ala Leu Ala Phe Gly Thr Arg Leu 
465 470 475 480 

Leu Val Ser Ser Asp Met Lys Ser Trp Ser Thr Val Leu Ala Val Met 

485 490 495 

Gly Lys Ala Phe Ser Glu Ala Ala Phe Thr Thr Ala Tyr Leu Phe Thr 

500 505 510 

Ser Glu Leu Tyr Pro Thr Val Leu Arg Gin Thr Gly Met Gly Leu Thr 

515 520 525 

Ala Leu Val Gly Arg Leu Gly Gly Ser Leu Ala Pro Leu Ala Ala Leu 

530 535 540 

Leu Asp Gly Val Trp Leu Ser Leu Pro Lys Leu Thr Tyr Gly Gly He 
545 550 555 560 

Ala Leu Leu Ala Ala Gly Thr Ala Leu Leu Leu Pro Glu Thr Arg Gin 

565 570 575 

Ala Gin Leu Pro Glu Thr He Gin Asp Val Glu Arg Lys Ser Ala Pro 

580 585 590 

Thr Ser Leu Gin Glu Glu Glu Met Pro Met Lys Gin Val Gin Asn 
595 600 605 

[0 0 6 8] 
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<210> 6 
<211> 314 
<212> PRT 

<213> Homo sapience 
<400> 6 

Met Gly Ala Arg Gly Ala Leu Leu Leu Ala Leu Leu Leu Ala Arg Ala 

15 10 15 

Gly Leu Arg Lys Pro Glu Ser Gin Glu Ala Ala Pro Leu Ser Gly Pro 

20 25 30 

Cys Gly Arg Arg Val He Thr Ser Arg He Val Gly Gly Glu Asp Ala 

35 40 45 

Glu Leu Gly Arg Trp Pro Trp Gin Gly Ser Leu Arg Leu Trp Asp Ser 

50 55 60 

His Val Cys Gly Val Ser Leu Leu Ser His Arg Trp Ala Leu Thr Ala 
65 70 75 80 

Ala His Cys Phe Glu Thr Tyr Ser Asp Leu Ser Asp Pro Ser Gly Trp 

85 90 95 

Met Val Gin Phe Gly Gin Leu Thr Ser Met Pro Ser Phe Trp Ser Leu 

100 105 110 

Gin Ala Tyr Tyr Thr Arg Tyr Phe Val Ser Asn He Tyr Leu Ser Pro 

115 120 125 

Arg Tyr Leu Gly Asn Ser Pro Tyr Asp He Ala Leu Val Lys Leu Ser 

130 135 140 

Ala Pro Val Thr Tyr Thr Lys His lie Gin Pro lie Cys Leu Gin Ala 
145 150 155 .160 

Ser Thr Phe Glu Phe Glu Asn Arg Thr Asp Cys Trp Val Thr Gly Trp 

165 170 175 

Gly Tyr He Lys Glu Asp Glu Ala Leu Pro Ser Pro His Thr Leu Gin 
180 185 1 90 
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Glu Val Gin Val Ala He He Asn Asn Ser Met Cys Asn His Leu Phe 

195 200 205 

Leu Lys Tyr Ser Phe Arg Lys Asp He Phe Gly Asp Met Val Cys Ala 

210 215 220 

Gly Asn Ala Gin Gly Gly Lys Asp Ala Cys Phe Gly Asp Ser Gly Gly 
225 230 235 240 

Pro Leu Ala Cys Asn Lys Asn Gly Leu Trp Tyr Gin He Gly Val Val 

245 250 255 

Ser Trp Gly Val Gly Cys Gly Arg Pro Asn Arg Pro Gly Val Tyr Thr 

260 265 270 

Asn He Ser His His Phe Glu Trp He Gin Lys Leu Met Ala Gin Ser 

275 280 285 

Gly Met Ser Gin Pro Asp Pro Ser Trp Pro Leu Leu Phe Phe Pro Leu 

290 295 300 

Leu Trp Ala Leu Pro Leu Leu Gly Pro Val 
305 310 

[0 0 6 9] 
<210> 7 
<211> 94 
<212> PRT 

<213> Homo sapience 
<400> 7 

Met Glu Leu Ser Asp Val Thr Leu He Glu Gly Val Gly Asn Glu Val 

1 5 10 15 

Met Val Val Ala Gly Val Val Val Leu He Leu Ala Leu Val Leu Ala 

20 25 30 

Trp Leu Ser Thr Tyr Val Ala Asp Ser Gly Ser Asn Gin Leu Leu Gly 

35 40 45 

Ala He Val Ser Ala Gly Asp Thr Ser Val Leu His Leu Gly His Val 
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50 55 60 

Asp His Leu Val Ala Gly Gin Gly Asn Pro Glu Pro Thr Glu Leu Pro 
65 70 75 80 

His Pro Ser Glu Ala Asn Thr Ser Leu Asp Lys Lys Ala Arg 
85 90 

[0 0 7 0] 
<210> 8 
<211> 218 
<212> PRT 

<213> Homo sapience 
<400> 8 

Met Ala Ser Lys lie Gly Ser Arg Arg Trp Met Leu Gin Leu lie Met 

I 5 10 15 

Gin Leu Gly Ser Val Leu Leu Thr Arg Cys Pro Phe Trp Gly Cys Phe 

20 25 30 

Ser Gin Leu Met Leu Tyr Ala Glu Arg Ala Glu Ala Arg Arg Lys Pro 

35 40 45 

Asp He Pro Val Pro Tyr Leu Tyr Phe Asp Met Gly Ala Ala Val Leu 

50 55 60 

Cys Ala Ser Phe Met Ser Phe Gly Val Lys Arg Arg Trp Phe Ala Leu 
65 70 75 80 

Gly Ala Ala Leu Gin Leu Ala He Ser Thr Tyr Ala Ala Tyr He Gly 

85 90 95 

Gly Tyr Val His Tyr Gly Asp Trp Leu Lys Val Arg Met Tyr Ser Arg 

100 105 HO 

Thr Val Ala lie He Gly Gly Leu Ser Cys Val Gly Gin Arg Cys Trp 

115 120 125 

Gly Ala Val Pro Pro Glu Thr Ser Gin pro Leu Pro Ala Val His Arg 
130 135 140 

4 6 fflf£#¥ i 
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Pro Gly Val Pro Gly Tyr Leu Pro His Leu Cys Gly Leu Leu Thr Ala 
145 150 155 160 

Ala Gin Gin Gly Gly Pro Ala Gly Val Ser Glu Pro Ser Pro Arg Arg 

165 170 175 

Gly Ala Asp Asp Pro Ala Val Leu Arg Ala Val Trp His Pro Gly Pro 

180 185 190 

Gly Leu Ser Val Arg Leu Leu Arg Asp Pro Arg Cys Pro Asp Pro Gly 

195 200 205 

Cys Thr Ala Ala Pro Cys His Ala Ala His 
• 210 215 

[0 0 7 1] 
<210> 9 
<211> 460 
<212> PRT 

<213> Homo sapience 
<400> 9 

Met Phe Thr He Lys Leu Leu Leu Phe He Val Pro Leu Val He Ser 
15 10 15 

^ Ser Arg He Asp Gin Asp Asn Ser Ser Phe Asp Ser Leu Ser Pro Glu 

20 25 30 

Pro Lys Ser Arg Phe Ala Met Leu Asp Asp Val Lys He Leu Ala Asn 

35 40 45 

Gly Leu Leu Gin Leu Gly His Gly Leu Lys Asp Phe Val His Lys Thr 

50 55 60 

Lys Gly Gin He Asn Asp He Phe Gin Lys Leu Asn He Phe Asp Gin 
65 70 75 80 

Ser Phe Tyr Asp Leu Ser Leu Gin Thr Ser Glu He Lys Glu Glu Glu 

85 90 95 

Lys Glu Leu Arg Arg Thr Thr Tyr Lys Leu Gin Val Lys Asn Glu Glu 



4 7 
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100 105 HO 

Val Lys Asn Met Ser Leu Glu Leu Asn Ser Lys Leu Glu Ser Leu Leu 

115 120 125 

Glu Glu Lys lie Leu Leu Gin Gin Lys Val Lys Tyr Leu Glu Glu Gin 

130 135 140 

Leu Thr Asn Leu He Gin Asn Gin Pro Glu Thr Pro Glu His Pro Glu 
145 150 155 160 

Val Thr Ser Leu Lys Thr Phe Val Glu Lys Gin Asp Asn Ser lie Lys 

165 170 175 

Asp Leu Leu Gin Thr Val Glu Asp Gin Tyr Lys Gin Leu Asn Gin Gin 

180 185 190 

His Ser Gin lie Lys Glu He Glu Asn Gin Leu Arg Arg Thr Ser lie 

195 200 205 

Gin Glu Pro Thr Glu He Ser Leu Ser Ser Lys Pro Arg Ala Pro Arg 

210 215 220 

Thr Thr Pro Phe Leu Gin Leu Asn Glu lie Arg Asn Val Lys His Asp 
225 230 235 240 

Gly He Pro Ala Glu Cys Thr Thr He Tyr Asn Arg Gly Glu His Thr 

245 250 255 

Ser Gly Met Tyr Ala He Arg Pro Ser Asn Ser Gin Val Phe His Val 

260 265 270 

Tyr Cys Asp Val He Ser Gly Ser Pro Trp Thr Leu He Gin His Arg 

275 280 285 

He Asp Gly Ser Gin Asn Phe Asn Glu Thr Trp Glu Asn Tyr Lys Tyr 

290 295 300 

Gly Phe Gly Arg Leu Asp Gly Glu Phe Trp Leu Gly Leu Glu Lys lie 
305 310 315 320 

Tyr Ser He Val Lys Gin Ser Asn Tyr Val Leu Arg He Glu Leu Glu 
325 330 335 



4 8 
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Asp Trp Lys Asp Asn Lys His Tyr He Glu Tyr Ser Phe Tyr Leu Gly 

340 345 350 

Asn His Glu Thr Asn Tyr Thr Leu His Leu Val Ala He Thr Gly Asn 

355 360 365 

Val Pro Asn Ala He Pro Glu Asn Lys Asp Leu Val Phe Ser Thr Trp 

370 375 380 

Asp His Lys Ala Lys Gly His Phe Asn Cys Pro Glu Gly Tyr Ser Gly 
385 390 395 400 

Gly Trp Trp Trp His Asp Glu Cys Gly Glu Asn Asn Leu Asn Gly Lys 

405 410 415 

Tyr Asn Lys Pro Arg Ala Lys Ser Lys Pro Glu Arg Arg Arg Gly Leu 

420 425 430 

Ser Trp Lys Ser Gin Asn Gly Arg Leu Tyr Ser He Lys Ser Thr Lys 

435 440 445 

Met Leu He His Pro Thr Asp Ser Glu Ser Phe Glu 
450 455 460 

[0 0 7 2] 
<210> 10 
<211> 216 
<212> PRT 

<213> Homo sapience 
<400> 10 

Met Val Pro Met His Leu Leu Gly Arg Leu Glu Lys Pro Leu Leu Leu 

1 5 io 15 

Leu Cys Cys Ala Ser Phe Leu Leu Gly Leu Ala Leu Leu Gly He Lys 

20 25 30 

Thr Asp He Thr Pro Val Ala Tyr Phe Phe Leu Thr Leu Gly Gly Phe 

35 40 45 

Phe Leu Phe Ala Tyr Leu Leu Val Arg Phe Leu Glu Trp Gly Leu Arg 
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# 



50 



55 
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60 



Ser 
65 



Gin Leu Gin Ser Met Gin Thr Glu Ser Pro Gly Pro Ser Gly Asn 



70 



75 



80 



Ja Arg Asp Asn Glu Ala Phe Glu Val Pro Val Tyr Glu Glu Ala Val 



85 



90 



95 



Val Gly Leu Glu Ser Gin Cys Arg Pro Gin Glu Leu Asp Gin Pro Pro 



100 



105 



110 



Pro Tyr Ser Thr Val Val lie Pro Pro Ala Pro Glu Glu Glu Gin Pro 



115 



120 



125 



Ser His Pro Glu Gly Ser Arg Arg Ala Lys Leu Glu Gin Arg Arg Met 



130 



135 



140 



Ala Ser Glu Gly Ser Met Ala Gin Glu Gly Ser Pro Gly Arg Ala Pro 



145 



150 



155 



160 



He Asn Leu Arg Leu Arg Gly Pro Arg Ala Val Ser Thr Ala Pro Asp 



165 



170 



175 



Leu Gin Ser Leu Ala Ala Val Pro Thr Leu Glu Pro Leu Thr Pro Pro 



180 



185 



190 



Pro Ala Tyr Asp Val Cys Phe Gly His Pro Asp Asp Asp Ser Val Phe 



195 



200 



205 



Tyr Glu Asp Asn Trp Ala Pro Pro 



210 215 
[0 0 7 3] 
<210> 11 
<211> 4335 
<212> DNA 

<213> Homo sapience 
<400> 11 

atgcagggcc caccgctcct gaccgccgcc cacctcctct gcgtgtgcac cgccgcgctg 
gccgtggctc ccgggcctcg gtttctggtg acagccccag ggatcatcag gcccggagga 



60 
120 



5 0 
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aatgtgacta ttggggtgga gcttctggaa cactgccctt cacaggtgac tgtgaaggcg 180 

gagctgctca agacagcatc aaacctcact gtctctgtcc tggaagcaga aggagtcttt 240 

gaaaaaggct cttttaagac acttactctt ccatcactac ctctgaacag tgcagatgag 300 

atttatgagc tacgtgtaac cggacgtacc caggatgaga ttttattctc taatagtacc 360 

cgcttatcat ttgagaccaa gagaatatct gtcttcattc aaacagacaa ggccttatac 420 

aagccaaagc aagaagtgaa gtttcgcatt gttacactct tctcagattt taagccttac 480 

aaaacctctt taaacattct cattaaggac cccaaatcaa atttgatcca acagtggttg 540 

tcacaacaaa gtgatcttgg agtcatttcc aaaacttttc agctatcttc ccatccaata 600 

cttggtgact ggtctattca agttcaagtg aatgaccaga catattatca atcatttcag 660 

gtttcagaat atgtattacc aaaatttgaa gtgactttgc agacaccatt atattgttct 720 

atgaattcta agcatttaaa tggtaccatc acggcaaagt atacatatgg gaagccagtg 780 

aaaggagacg taacgcttac atttttacct ttatcctttt ggggaaagaa gaaaaatatt 840 

acaaaaacat ttaagataaa tggatctgca aacttctctt ttaatgatga agagatgaaa 900 

aatgtaatgg attcttcaaa tggactttct gaatacctgg atctatcttt ccctggacca g60 

gtagaaattt taaccacagt gacagaatca gttacaggta tttcaagaaa tgtaagcact 1020 

aatgtgttct tcaagcaaca tgattacatc attgagtttt ttgattatac tactgtcttg 1080 

aagccatctc tcaacttcac agccactgtg aaggtaactc gtgctgatgg caaccaactg 1140 

actcttgaag aaagaagaaa taatgtagtc ataacagtga cacagagaaa ctatactgag 1200 

tactggagcg gatctaacag tggaaatcag aaaatggaag ctgttcagaa aataaattat 1260 

actgtccccc aaagtggaac ttttaagatt gaattcccaa tcctggagga ttccagtgag 1320 

ctacagttga aggcctattt ccttggtagt aaaagtagca tggcagttca tagtctgttt 1380 

aagtctccta gtaagacata catccaacta aaaacaagag atgaaaatat aaaggtggga 1440 

tcgccttttg agttggtggt tagtggcaac aaacgattga aggagttaag ctatatggta 1500 

gtatccaggg gacagttggt ggctgtagga aaacaaaatt caacaatgtt ctctttaaca 1560 

ccagaaaatt cttggactcc aaaagcctgt gtaattgtgt attatattga agatgatggg 1620 

gaaattataa gtgatgttct aaaaattcct gttcagcttg tttttaaaaa taagataaag 1680 

ctatattgga gtaaagtgaa agctgaacca tctgagaaag tctctcttag gatctctgtg 1740 

acacagcctg actccatagt tgggattgta gctgttgaca aaagtgtgaa tctgatgaat 1800 

gcctctaatg atattacaat ggaaaatgtg gtccatgagt tggaacttta taacacagga i860 
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tattatttag 


gcatgttcat 


gaattctttt 


gcagtctttc 


aggaatgtgg 


actctgggta 


1920 


ttgacagatg 


caaacctcac 


gaaggattat 


attgatggtg 


tttatgacaa 


tgcagaatat 


1980 


gctgagaggt 


ttatggagga 


aaatgaagga 


catattgtag 


atattcatga 


cttttctttg 


2040 


ggtagcagtc 


cacatgtccg 


aaagcatttt 


ccagagactt 


ggatttggct 


agacaccaac 


2100 


atgggttcca 


ggatttacca 


agaatttgaa 


gtaactgtac 


ctgattctat 


cacttcttgg 


2160 


gtggctactg 


gttttgtgat 


ctctgaggac 


ctgggtcttg 


gactaacaac 


tactccagtg 


2220 


gagctccaag 


ccttccaacc 


atttttcatt 


tttttgaatc 


ttccctactc 


tgttatcaga 


2280 


ggtgaagaat 


ttgctttgga 


aataactata 


ttcaattatt 


tgaaagatgc 


cactgaggtt 


2340 


aaggtaatca 


ttgagaaaag 


tgacaaattt 


gatattctaa 


tgacttcaag 


tgaaataaat 


2400 


gccacaggcc 


accagcagac 


ccttctggtt 


cccagtgagg 


atggggcaac 


tgttcttttt 


2460 


cccatcaggc 


caacacatct 


gggagaaatt 


cctatcacag 


tcacagctct 


ttcacccact 


2520 


gcttctgatg 


ctatcaccca 


gatgatttta 


gtaaaggctg 


aaggaataga 


aaaatcatat 


2580 


tcacaatcca 


tcttattaga 


cttgactgac 


aataggctac 


agagtaccct 


gaaaactttg 


2640 


agtttctcat 


ttcctcctaa 


tacagtgact 


ggcagtgaaa 


gagttcagat 


cactgcaatt 


2700 


ggagatgttc 


ttggtccttc 


catcaatggc 


ttagcctcat 


tgattcggat 


gccttatggc 


2760 


tgtggtgaac 


agaacatgat 


aaattttgct 


ccaaatattt 


acattttgga 


ttatctgact 


2820 


aaaaagaaac 


aactgacaga 


taatttgaaa 


gaaaaagctc 


tttcatttat 


gaggcaaggt 


2880 


taccagagag 


aacttctcta 


tcagagggaa 


gatggctctt 


tcagtgcttt 


tgggaattat 


2940 


gacccttctg 


ggagcacttg 


gttgtcagct 


tttgttttaa 


gatgtttcct 


tgaagccgat 


3000 


ccttacatag 


atattgatca 


gaatgtgtta 


cacagaacat 


acacttggct 


taaaggacat 


3060 


cagaaatcca 


acggtgaatt 


ttgggatcca 


ggaagagtga 


ttcatagtga 


gcttcaaggt 


3120 


ggcaataaaa 


gtccagtaac 


acttacagcc 


tatattgtaa 


cttctctcct 


gggatataga 


3180 


aagtatcagc 


ctaacattga 


tgtgcaagag 


tctatccatt 


ttttggagtc 


tgaattcagt 


3240 


agaggaattt 


cagacaatta 


tactctagcc 


cttataactt 


atgcattgtc 


atcagtgggg 


3300 


agtcctaaag 


cgaaggaagc 


tttgaatatg 


ctgacttgga 


gagcagaaca 


agaaggtggc 


3360 


atgcaattct 


gggtgtcatc 


agagtccaaa 


ctttctgact 


cctggcagcc 


acgctccctg 


3420 


gatattgaag 


ttgcagccta 


tgcactgctc 


tcacacttct 


tacaatttca 


gacttctgag 


3480 


ggaatcccaa 


ttatgaggtg 


gctaagcagg 


caaagaaata 


gcttgggtgg 


ttttgcatct 


3540 


actcaggata 


ccactgtggc 


tttaaaggct 


ctgtctgaat 


ttgcagccct 


aatgaataca 


3600 
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gaaaggacaa atatccaagt gaccgtgacg gggcctagct caccaagtcc tgtaaagttt 
ctgattgaca cacacaaccg cttactcctt cagacagcag agcttgctgt ggtacagcca 
acggcagtta atatttccgc aaatggtttt ggatttgcta tttgtcagct caatgttgta 
tataatgtga aggcttctgg gtcttctaga agacgaagat ctatccaaaa tcaagaagcc 
tttgatttag atgttgctgt aaaagaaaat aaagatgatc tcaatcatgt ggatttgaat 
gtgtgtacaa gcttttcggg cccgggtagg agtggcatgg ctcttatgga agttaaccta 
ttaagtggct ttatggtgcc ttcagaagca atttctctga gcgagacagt gaagaaagtg 
gaatatgatc atggaaaact caacctctat ttagattctg taaatgaaac ccagttttgt 
gttaatattc ctgctgtgag aaactttaaa gtttcaaata cccaagatgc ttcagtgtcc 
atagtggatt actatgagcc aaggagacag gcggtgagaa gttacaactc tgaagtgaag 
ctgtcctcct gtgacctttg cagtgatgtc cagggctgcc gtccttgtga ggatggagct 
tcaggctccc atcatcactc ttcagtcatt tttattttct gtttcaagct tctgtacttt 
atggaacttt ggctg 

[0 0 7 4] 
<210> 12 
<211> 1746 
<212> DNA 

<213> Homo sapience 
<400> 12 

atgttccccg cgggcccccc cagccacagc ctcctccggc tccccctgct gcagttgctg 
ctactggtgg tgcaggccgt ggggaggggg ctgggccgcg ccagcccggc cgggggcccc 
ctggaagatg tggtcatcga gaggtaccac atccccaggg cctgtccccg ggaagtgcag 
atgggggatt ttgtgcgcta ccactacaac ggcacttttg aagatggcaa gaagtttgat 
tcaagctatg atcgcaacac cttggtggcc atcgtggtgg gtgtggggcg cctcatcact 
ggcatggacc gaggcctcat gggcatgtgt gtcaacgagc ggcgacgcct cattgtgcct 
ccccacctgg gctatgggag catcggcctg gcggggctca ttccaccgga tgccaccctc 
tacttcgatg tggttctgct ggatgtgtgg aacaaggaag acaccgtgca ggtgagcaca 
ttgctgcgcc cgccccactg cccccgcatg gtccaggacg gcgactttgt ccgctaccac 
tacaatggca ccctgctgga cggcacctcc ttcgacacca gctacagtaa gggcggcact 



3660 

3720 

3780 

3840 

3900 

3960 

4020 

4080 

4140 

4200 

4260 

4320 

4335 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
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tatgacacct acgtcggctc 
atgtgtcctg gagagagaag 
ggctatggga cggtgatccc 
gtgcacaacc cgaaggacgc 
cgcagagccg gggccgggga 
accctcttcg attccagcta 
tacatcatcc ccgggatgga 
attaccatcc ccccgcacct 
tctgccgtgc taatcttcaa 
gaaatcagga cactgtcccg 
tttgttcgat accattacaa 
gactacgggg ccccccagga 
acgggcctgc agggcatgtg 
gcccacgggg agagtggagc 
gagctggtgt cccgggagga 
cctcctgcca acctgtttga 
gagttctcca ccttcatcaa 
caggaccctg agaaaaccat 
aagatcacag tcgacgagct 
gagctc 

[0 0 7 5] 
<210> 13 
<211> 1230 
<212> DNA 

<213> Homo sapience 
<400> 13 

atggagcttc cctcagggcc 
gactgcttcc tactgctcgt 
ctgcgcctct ttctcgggat 



tggttggctg 
gaagattatc 
cccacaggcc 
tgtccagcta 
cttcatgcgc 
ctcccgcaac 
ccaggggctg 
cgcctatggg 
cgtccatgtc 
gccatctgag 
ctgttctttg 
ggcgactctc 
tgtgggagag 
ccggggagtc 
tgggctgccc 
agacatggac 
ggctcaagtg 
aggagacatg 
caagctgaag 



atcaagggca 
atccctccat 
tcgctggtct 
gagacgctgg 
taccactaca 
cacacctaca 
cagggtgcct 
gagaatggaa 
attgacttcc 
acctgcaatg 
ctggacggca 
ggggccaaca 
aggcggcagc 
ccaggcagtg 
acaggctacc 
ctcaacaagg 
agtgagggca 
ttccagaacc 
tcagatgagg 



tggaccaggg 
tcctggccta 
ttcacgtcct 
agctcccccc 
atggctcctt 
atacctatat 
gcatggggga 
ctggagacaa 
acaaccctgc 
agaccaccaa 
cccagctgtt 
aggtgatcga 
tcatcgtgcc 
ctgtgctgct 
tgtttgtgtg 
atggcgaggt 
aaggacgcct 
aggaccgcaa 
acgaggagcg 



gctgctgggc 
tggcgagaaa 
cctgattgac 
cggctgtgtc 
gatggacggc 
cgggcagggt 
acgccggaga 
gatccctggc 
ggatgtggtg 
gcttggggac 
cacctcgcat 
aggcctggac 
cccgcacctg 
gtttgaggtg 
gcacaaggac 
ccctccggag 
catgcctggg 
ccaggacggc 
ggtccacgag 



660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1746 



ggggccggag cggctctttg actcgcaccg gcttccgggt 
gctgctgctc tacgcgccag tcgggttctg cctcctcgtc 
ccacgtcttc ctggtcagct gcgcgctgcc agacagcgtc 



60 
120 
180 



5 4 
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cttcgcagat tcgtagtgcg gaccatgtgt gcggtgctag ggctcgtggc ccggcaggag 
gactccggac tccgggatca cagtgtcagg gtcctcattt ccaaccatgt gacacctttc 
gaccacaaca tagtcaattt gcttaccacc tgtagcaccc ctctactcaa tagtcccccc 
agctttgtgt gctggtctcg gggcttcatg gagatgaatg ggcgggggga gttggtggag 
tcactcaaga gattctgtgc ttccacgagg cttcccccca ctcctctgct gctattccct 
gaggaagagg ccaccaatgg ccgggagggg ctcctgcgct tcagttcctg gccattttct 
atccaagatg tggtacaacc tcttaccctg caagttcaga gacccctggt ctctgtgacg 
gtgtcagatg cctcctgggt ctcagaactg ctgtggtcac ttttcgtccc tttcacggtg 
tatcaagtaa ggtggcttcg tcctgttcat cgccaactag gggaagcgaa tgaggagttt 
gcactccgtg tacaacagct ggtggccaag gaattgggcc agacagggac acggctcact 
ccagctgaca aagcagagca catgaagcga caaagacacc ccagattgcg cccccagtca 
gcccagtctt ctttccctcc ctcccctggt ccttctcctg atgtgcaact ggcaactctg 
gctcagagag tcaaggaagt tttgccccat gtgccattgg gtgtcatcca gagagacctg 
gccaagactg gctgtgtaga cttgactatc actaatctgc ttgagggggc cgtagctttc 
atgcctgaag acatcaccaa gggaactcag tccctaccca cagcctctgc ctccaagttt 
cccagctctg gcccggtgac ccctcagcca acagccctaa catttgccaa gtcttcctgg 1140 
gcccggcagg agagcctgca ggagcgcaag caagcactat atgaatacgc aagaaggaga 
ttcacagaga gacgagccca ggaggctgac 
[0 0 7 6] 
<210> 14 
<211> 1449 
<212> DNA 

<213> Homo sapience 
<400> 14 

atggaggaag gaggcggcgg cgtacggagt ctggtcccgg gcgggccggt gttactggtc 60 
ctctgcggcc tcctggaggc gtccggcggc ggccgagccc ttcctcaact cagcgatgac 120 
atccctttcc gagtcaactg gcccggcacc gagttctctc tgcccacaac tggagtttta 180 
tataaagaag ataattatgt catcatgaca actgcacata aagaaaaata taaatgcata 240 
cttccccttg tgacaagtgg ggatgaggaa gaagaaaagg attataaagg ccctaatcca 300 



240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 



1200 
1230 
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agagagcttt tggagccact atttaaacaa agcagttgtt cctacagaat tgagtcttat 360 

tggacttacg aagtatgtca tggaaaacac attcggcagt accatgaaga gaaagaaact 420 

ggtcagaaaa taaatattca cgagtactac cttgggaata tgttggccaa gaaccttcta 480 

tttgaaaaag aacgagaagc agaagaaaag gaaaaatcaa atgagattcc cactaaaaat 540 

atcgaaggtc agatgacacc atactatcct gtgggaatgg gaaatggtac accttgtagt 600 

ttgaaacaga accggcccag atcaagtact gtgatgtaca tatgtcatcc tgaatctaag 660 

catgaaattc tttcagtagc tgaagttaca acttgtgaat atgaagttgt cattttgaca 720 

ccactcttgt gcagtcatcc taaatatagg ttcagagcat ctcctgtgaa tgacatattt 780 

tgtcaatcac tgccaggatc tccatttaag cccctcaccc tgaggcagct ggagcagcag 840 

gaagaaatac taagggtgcc ttttaggaga aataaagagg aagatttgca atcaactaaa 900 

gaagagagat ttccagcgat ccacaagtcg attgctattg gctctcagcc agtgctcact 960 

gttgggacaa cccacatatc caaattgaca gatgaccaac tcataaaaga gtttcttagt 1020 

ggttcttact gctttcgtgg gggtgtcggt tggtggaaat atgaattctg ctatggcaaa 1080 

catgtacatc aataccatga ggacaaggat agtgggaaaa cctctgtggt tgtcgggaca 1140 

tggaaccaag aagagcatat tgaatgggct aagaagaata ctgctagagc ttatcatctt 1200 

caagacgatg gtacccagac agtcaggatg gtgtcacatt tttatggaaa tggagatatt 1260 

tgtgatataa ctgacaaacc aagacaggtg actgtaaaac taaagtgcaa agaatcagat 1320 

tcacctcatg ctgttactgt atatatgcta gagcctcact cctgtcaata tattcttggg 1380 

gttgaatctc cagtgatctg taaaatctta gatacagcag atgaaaatgg acttctttct 1440 

ctccccaac 1449 

[0 0 7 7] 
<210> 15 
<211> 1821 
<212> DNA 

<213> Homo sapience 
<400> 15 

atgggctttg aggagctgct ggagcaggtg ggcggctttg ggcccttcca actgcggaat 60 

gtggcactgc tggccctgcc ccgagtgctg ctaccactgc acttcctcct gcccatcttc 120 

ctggctgccg tgcctgccca ccgatgtgcc ctgccgggtg cccctgccaa cttcagccat 180 



5 6 
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1 0 — 3 6 4 3 1^^ 

caggatgtgt ggctggaggc ccatcttccc cgggagcctg atggcacgct cagctcctgc 240 

ctccgctttg cctatcccca ggctctcccc aacaccacgt tgggggaaga aaggcagagc 300 

cgtggggagc tggaggatga acctgccaca gtgccctgct ctcagggctg ggagtacgac 360 

cactcagaat tctcctctac cattgcaact gagtcccagg tcggtattta cataatccat 420 

ctggaggtgg aatgtcggtg gaggcagtct ccctgggagg cagcaggtcg aggccttcct 480 

tgggaagaag ctgaggctgc aggactgggg agggacaaag tttcctattc cccaagctgg 540 

cgtgaatcgt tgggaggttt attatctggc atggagtggg atctggtgtg tgagcagaaa 600 

ggtctgaaca gagctgcgtc cactttcttc ttcgccggtg tgctggtggg ggctgtggcc 660 

tttggatatc tgtccgacag gtttgggcgg cggcgtctgc tgctggtagc ctacgtgagt 720 

accctggtgc tgggcctggc atctgcagcc tccgtcagct atgtaatgtt tgccatcacc 780 

cgcaccctta ctggctcagc cctggctggt tttaccatca tcgtgatgcc actggagctg 840 

gagtggctgg atgtggagca ccgcaccgtg gctggagtcc tgagcagcac cttctggaca 900 

gggggcgtga tgctgctggc actggttggg tacctgatac gggactggcg atggcttctg 960 

ctagctgtca ccctgccttg tgccccaggc atcctcagcc tctggtgggt gcctgagtct 1020 

gcacgctggc ttctgaccca aggccatgtg aaagaggccc acaggtactt gctccactgt 1080 

gccaggctca atgggcggcc agtgtgtgag gacagcttca gccaggaggc tgtgagcaaa 1140 

gtggccgccg gggaacgggt ggtccgaaga ccttcatacc tagacctgtt ccgcacacca 1200 

cggctccgac acatctcact gtgctgcgtg gtggtgtggt tcggagtgaa cttctcctat 1260 

tacggcctga gtctggatgt gtcggggctg gggctgaacg tgtaccagac acagctgttg 1320 

ttcggggctg tggaactgcc ctccaagctg ctggtctact tgtcggtgcg ctacgcagga 1380 

cgccgcctca cgcaagccgg gacactgctg ggcacggccc tggcgttcgg cactagactg 1440 

ctagtgtcct ctgatatgaa gtcctggagc actgtcctgg cagtgatggg gaaagctttt 1500 

tctgaagctg ccttcaccac tgcctacctg ttcacttcag agttgtaccc tacggtgctc 1560 

agacagacag ggatggggct gactgcactg gtgggccggc tggggggctc tttggcccca 1620 

ctggcggcct tgctggatgg agtgtggctg tcactgccca agcttactta tggggggatc 1680 

gccctgctgg ctgccggcac cgccctcctg ctgccagaga cgaggcaggc acagctgcca 1740 

gagaccatcc aggacgtgga gagaaagagt gccccaacca gtcttcagga ggaagagatg 1800 

cccatgaagc aggtccagaa c 1001 
[0 0 7 8] 
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# 



1 0 — 3643 15 



<210> 16 
<211> 942 
<212> DNA 

<213> Homo sapience 
<400> 16 

atgggcgcgc gcggggcgct gctgctggcg ctgctgctgg ctcgggctgg actcaggaag 60 
ccggagtcgc aggaggcggc gccgttatca ggaccatgcg gccgacgggt catcacgtcg 120 
cgcatcgtgg gtggagagga cgccgaactc gggcgttggc cgtggcaggg gagcctgcgc 180 
ctgtgggatt cccacgtatg cggagtgagc ctgctcagcc accgctgggc actcacggcg 240 
gcgcactgct ttgaaaccta tagtgacctt agtgatccct ccgggtggat ggtccagttt 300 
ggccagctga cttccatgcc atccttctgg agcctgcagg cctactacac ccgttacttc 360 
gtatcgaata tctatctgag ccctcgctac ctggggaatt caccctatga cattgccttg 420 
gtgaagctgt ctgcacctgt cacctacact aaacacatcc agcccatctg tctccaggcc 480 
tccacatttg agtttgagaa ccggacagac tgctgggtga ctggctgggg gtacatcaaa 540 
gaggatgagg cactgccatc tccccacacc ctccaggaag ttcaggtcgc catcataaac 600 
aactctatgt gcaaccacct cttcctcaag tacagtttcc gcaaggacat ctttggagac 660 
atggtttgtg ctggcaatgc ccaaggcggg aaggatgcct gcttcggtga ctcaggtgga 720 
cccttggcct gtaacaagaa tggactgtgg tatcagattg gagtcgtgag ctggggagtg 780 
ggctgtggtc ggcccaatcg gcccggtgtc tacaccaata tcagccacca ctttgagtgg 840 
atccagaagc tgatggccca gagtggcatg tcccagccag acccctcctg gccgctactc 900 
tttttccctc ttctctgggc tctcccactc ctggggccgg tc 942 

[0 0 7 9] 
<210> 17 
<211> 282 
<212> DNA 

<213> Homo sapience 
<400> 17 

atggagctct ctgatgtcac cctcattgag ggtgtgggta atgaggtgat ggtggtggca 60 
ggtgtggtgg tgctgattct agccttggtc ctagcttggc tctctaccta cgtagcagac 120 
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10-36431 



agcggtagca accagctcct gggcgctatt gtgtcagcag gcgacacatc cgtcctccac 
ctggggcatg tggaccacct ggtggcaggc caaggcaacc ccgagccaac tgaactcccc 
catccatcag aggcaaatac ttccctggac aagaaagcca ga 

[0 0 8 0] 
<210> 18 
<211> 654 
<212> DNA 

<213> Homo sapience 
<400> 18 

atggcgtcga agataggttc gagacggtgg atgttgcagc tgatcatgca gttgggttcg 
gtgctgctca cacgctgccc cttttggggc tgcttcagcc agctcatgct gtacgctgag 
agggctgagg cacgccggaa gcccgacatc ccagtgcctt acctgtattt cgacatgggg 
gcagccgtgc tgtgcgctag tttcatgtcc tttggcgtga agcggcgctg gttcgcgctg 
ggggccgcac tccaattggc cattagcacc tacgccgcct acatcggggg ctacgtccac 
tacggggact ggctgaaggt ccgtatgtac tcgcgcacag ttgccatcat cggcggactt 
tcttgtgttg gccagcggtg ctggggagct gtaccgccgg aaacctcgca gccgctccct 
gcagtccacc ggccaggtgt tcctgggtat ctacctcatc tgtgtggcct actcactgca 
gcacagcaag gaggaccggc tggcgtatct gaaccatctc ccaggagggg agctgatgat 
ccagctgttc ttcgtgctgt atggcatcct ggccctggcc tttctgtcag gctactacgt 
gaccctcgct gcccagatcc tggctgtact gctgccccct gtcatgctgc teat 

[0 0 8 1] 
<210> 19 
<211> 1380 
<212> DNA 

<213> Homo sapience 
<400> 19 

atgttcacaa ttaagctcct tctttttatt gttcctctag ttatttcctc cagaattgat 
caagacaatt catcatttga ttctctatct ccagagccaa aatcaagatt tgctatgtta 
gacgatgtaa aaattttagc caatggcctc cttcagttgg gacatggtct taaagacttt 



180 
240 
282 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
654 



60 
120 
180 
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gtccataaga 


cgaagggcca 


aattaatgac 


tctttttatg 


atctatcgct 


gcaaaccagt 


agaactacat 


ataaactaca 


agtcaaaaat 


aactcaaaac 


ttgaaagcct 


cctagaagaa 


ttagaagagc 


aactaactaa 


cttaattcaa 


gtaacttcac 


ttaaaacttt 


tgtagaaaaa 


accgtggaag 


accaatataa 


acaattaaac 


aatcagctca 


gaaggactag 


tattcaagaa 


agagcaccaa 


gaactactcc 


ctttcttcag 


ggcattcctg 


ctgaatgtac 


caccatttat 


gccatcagac 


ccagcaactc 


tcaagttttt 


ccatggacat 


taattcaaca 


tcgaatagat 


aactacaaat 


atggttttgg 


gaggcttgat 


tactccatag 


tgaagcaatc 


taattatgtt 


aacaaacatt 


atattgaata 


ttctttttac 


catctagttg 


cgattactgg 


caatgtcccc 


ttttctactt 


gggatcacaa 


agcaaaagga 


ggctggtggt 


ggcatgatga 


gtgtggagaa 


agagcaaaat 


ctaagccaga 


gaggagaaga 


ttatactcta 


taaaatcaac 


caaaatgttg 


<210> 20 






<211> 648 






<212> DNA 






<213> Homo 


sapience 




<400> 20 






atggtgccaa 


tgcacttact 


ggggagactg 


tccttcctac 


tggggctggc 


tttgctgggc 


ttctttctca 


cattgggtgg 


cttcttcttg 


tgggggcttc 


ggtcccagct 


ccaatcaatg 



10—364315 




atatttcaaa 


aactcaacat 


atttgatcag 


240 


gaaatcaaag 


aagaagaaaa 


ggaactgaga 


300 


gaagaggtaa 


agaatatgtc 


acttgaactc 


360 


aaaattctac 


ttcaacaaaa 


agtgaaatat 


420 


aatcaacctg 


aaactccaga 


acacccagaa 


480 


caagataata 


gcatcaaaga 


ccttctccag 


540 


caacagcata 


gtcaaataaa 


agaaatagaa 


600 


cccacagaaa 


tttctctatc 


ttccaagcca 


660 


ttgaatgaaa 


taagaaatgt 


aaaacatgat 


720 


aacagaggtg 


aacatacaag 


tggcatgtat 


780 


catgtctact 


gtgatgttat 


atcaggtagt 


840 


ggatcacaaa 


acttcaatga 


aacgtgggag 


900 


ggagaatttt 


ggttgggcct 


agagaagata 


960 


ttacgaattg 


agctggaaga 


ctggaaagac 


1020 


ttgggaaatc 


acgaaaccaa 


ctatacgcta 


1080 


aatgcaatcc 


cggaaaacaa 


agatttggtg 


1140 


cacttcaact 


gtccagaggg 


ttattcagga 


1200 


aacaacctaa 


atggtaaata 


taacaaacca 


1260 


ggattatctt 


ggaagtctca 


aaatggaagg 


1320 


atccatccaa 


cagattcaga 


aagctttgaa 


1380 



gagaagccgc 


ttctcctcct 


gtgctgcgcc 


60 


ataaagacgg 


acatcacccc 


cgttgcttat 


120 


tttgcctatc 


tcctggtccg 


gtttctggaa 


180 


cagactgaga 


gcccagggcc 


ctcaggcaat 


240 
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gcacgggaca atgaagcctt tgaagtgcca gtctatgaag aggccgtggt gggactagaa 
tcccagtgcc gcccccaaga gttggaccaa ccacccccct acagcactgt tgtgataccc 
ccagcacctg aggaggaaca acctagccat ccagaggggt ccaggagagc caaactggaa 
cagaggcgaa tggcctcaga ggggtccatg gcccaggaag gaagccctgg aagagctcca 
atcaaccttc ggcttcgggg accacgggct gtgtccactg ctcctgatct gcagagcttg 

gcggcagtcc ccacattaga gcctctgact ccaccccctg cctatgatgt ctgctttggt 

caccctgatg atgatagtgt tttttatgag gacaactggg caccccct 
[0 0 8 2] 

<210> 21 

<211> 4473 

<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (45) . . . (4382) 
<400> 21 

aacttccccg gcagcggact gtagcccagg cagacgccgt cgag atg cag ggc cca 

Met Gin Gly Pro 
1 

ccg etc ctg acc gec gec cac etc etc tgc gtg tgc acc gec gcg ctg 
Pro Leu Leu Thr Ala Ala His Leu Leu Cys Val Cys Thr Ala Ala Leu 

5 10 15 20 

gec gtg get ccc ggg cct egg ttt ctg gtg aca gec cca ggg ate ate 
Ala Val Ala Pro Gly Pro Arg Phe Leu Val Thr Ala Pro Gly He He 

25 30 35 

agg ccc gga gga aat gtg act att ggg gtg gag ctt ctg gaa cac tgc 
Arg Pro Gly Gly Asn Val Thr He Gly Val Gin Leu Leu GIu His Cys 

40 45 50 

cct tea cag gtg act gtg aag gcg gag ctg etc aag aca gca tea aac 



300 
360 
420 
480 
540 
600 
648 



56 



104 



152 



200 



248 
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# 5p 10 — 364315 ^ 



Pro Ser Gin Val Thr Val Lys Ala Glu Leu Leu Lys Thr Ala Ser Asn 

55 60 65 

etc act gtc tct gtc ctg gaa gca gaa gga gtc ttt gaa aaa ggc tct 296 
Leu Thr Val Ser Val Leu Glu Ala Glu Gly Val Phe Glu Lys Gly Ser 

70 75 80 

ttt aag aca ctt act ctt cca tea eta cct ctg aac agt gca gat gag 344 
Phe Lys Thr Leu Thr Leu Pro Ser Leu Pro Leu Asn Ser Ala Asp Glu 
85 90 95 100 

att tat gag eta cgt gta acc gga cgt acc cag gat gag att tta ttc 392 
lie Tyr Glu Leu Arg Val Thr Gly Arg Thr Gin Asp Glu He Leu Phe 

105 110 115 

tct aat agt acc cgc tta tea ttt gag acc aag aga ata tct gtc ttc 440 
Ser Asn Ser Thr Arg Leu Ser Phe Glu Thr Lys Arg He Ser Val Phe 

120 125 130 

att caa aca gac aag gec tta tac aag cca aag caa gaa gtg aag ttt 488 
He Gin Thr Asp Lys Ala Leu Tyr Lys Pro Lys Gin Glu Val Lys Phe 

135 140 145 

cgc att gtt aca etc ttc tea gat ttt aag cct tac aaa acc tct tta 536 
Arg lie Val Thr Leu Phe Ser Asp Phe Lys Pro Tyr Lys Thr Ser Leu 

150 155 160 

aac att etc att aag gac ccc aaa tea aat ttg ate caa cag tgg ttg 584 
Asn He Leu He Lys Asp Pro Lys Ser Asn Leu He Gin Gin Trp Leu 
165 170 175 180 

tea caa caa agt gat ctt gga gtc att tec aaa act ttt cag eta tct 632 
Ser Gin Gin Ser Asp Leu Gly Val He Ser Lys Thr Phe Gin Leu Ser 

185 190 195 

tec cat cca ata ctt ggt gac tgg tct att caa gtt caa gtg aat gac 680 
Ser His Pro He Leu Gly Asp Trp Ser lie Gin Val Gin Val Asn Asp 
200 205 210 
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cag aca tat tat caa tea ttt cag gtt tea gaa tat gta 
Gin Thr Tyr Tyr Gin Ser Phe Gin Val Ser Glu Tyr Val 
215 220 225 

ttt gaa gtg act ttg cag aca cca tta tat tgt tct atg 
Phe Glu Val Thr Leu Gin Thr Pro Leu Tyr Cys Ser Met 

230 235 240 

cat tta aat ggt acc ate acg gca aag tat aca tat ggg 
His Leu Asn Gly Thr He Thr Ala Lys Tyr Thr Tyr Gly 
245 250 255 

aaa gga gac gta acg ctt aca ttt tta cct tta tec ttt 
Lys Gly Asp Val Thr Leu Thr Phe Leu Pro Leu Ser Phe 

265 270 
aag aaa aat att aca aaa aca ttt aag ata aat gga tct 
Lys Lys Asn He Thr Lys Thr Phe Lys He Asn Gly Ser 

280 285 
tct ttt aat gat gaa gag atg aaa aat gta atg gat tct 
Ser Phe Asn Asp Glu Glu Met Lys Asn Val Met Asp Ser 
295 300 3 0 5 

ctt tct gaa tac ctg gat eta tct ttc cct gga cca gta 
Leu Ser Glu Tyr Leu Asp Leu Ser Phe Pro Gly Pro Val 

310 315 320 

acc aca gtg aca gaa tea gtt aca ggt att tea aga aat 
Thr Thr Val Thr Glu Ser Val Thr Gly He Ser Arg Asn 
325 330 335 

aat gtg ttc ttc aag caa cat gat tac ate att gag ttt 
Asn Val Phe Phe Lys Gin His Asp Tyr lie He Glu Phe 

345 350 
act act gtc ttg aag cca tct etc aac ttc aca gee act 
Thr Thr Val Leu Lys Pro Ser Leu Asn Phe Thr Ala Thr 



tta cca aaa 
Leu Pro Lys 

aat tct aag 
Asn Ser Lys 

aag cca gtg 
Lys Pro Val 

260 

tgg gga aag 
Trp Gly Lys 

275 
gca aac ttc 
Ala Asn Phe 
290 

tea aat gga 
Ser Asn Gly 

gaa att tta 
Glu He Leu 



gta age act 
Val Ser Thr 

340 

ttt gat tat 
Phe Asp Tyr 

355 
gtg aag gta 
Val Lys Val 



728 



776 



824 



872 



920 



968 



1016 



1064 



1112 



1160 
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360 365 370 

act cgt get gat ggc aac caa ctg act ctt gaa gaa aga aga aat aat 
Thr Arg Ala Asp Gly Asn Gin Leu Thr Leu Glu Glu Arg Arg Asn Asn 

375 380 385 

gta gtc ata aca gtg aca cag aga aac tat act gag tac tgg age gga 
Val Val He Thr Val Thr Gin Arg Asn Tyr Thr Glu Tyr Trp Ser Gly 

390 395 400 

tct aac agt gga aat cag aaa atg gaa get gtt cag aaa ata aat tat 
Ser Asn Ser Gly Asn Gin Lys Met Glu Ala Val Gin Lys lie Asn Tyr 
405 410 415 420 

act gtc ccc caa agt gga act ttt aag att gaa ttc cca ate ctg gag 
Thr Val Pro Gin Ser Gly Thr Phe Lys lie Glu Phe Pro He Leu Glu 

425 430 435 

gat tec agt gag eta cag ttg aag gee tat ttc ctt ggt agt aaa agt 
Asp Ser Ser Glu Leu Gin Leu Lys Ala Tyr Phe Leu Gly Ser Lys Ser 

440 445 450 

age atg gca gtt cat agt ctg ttt aag tct cct agt aag aca tac ate 
Ser Met Ala Val His Ser Leu Phe Lys Ser Pro Ser Lys Thr Tyr He 

455 460 465 

caa eta aaa aca aga gat gaa aat ata aag gtg gga teg cct ttt gag 
Gin Leu Lys Thr Arg Asp Glu Asn lie Lys Val Gly Ser Pro Phe Glu 

470 475 480 

ttg gtg gtt agt ggc aac aaa cga ttg aag gag tta age tat atg gta 
Leu Val Val Ser Gly Asn Lys Arg Leu Lys Glu Leu Ser Tyr Met Val 
485 490 495 500 

gta tec agg gga cag ttg gtg get gta gga aaa caa aat tea aca atg 
Val Ser Arg Gly Gin Leu Val Ala Val Gly Lys Gin Asn Ser Thr Met 

505 510 515 

ttc tct tta aca cca gaa aat tct tgg act cca aaa gee tgt gta att 



1208 



1256 



1304 



1352 



1400 



1448 



1496 



1544 



1592 



1640 
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Phe Ser Leu Thr Pro Glu Asn Ser Trp Thr Pro Lys Ala Cys Val Il ( 



520 



525 



530 



gtg tat tat att gaa gat gat ggg gaa att ata agt gat gtt eta aaa 
Val Tyr Tyr lie Glu Asp Asp Gly Glu He He Ser Asp Val Leu Lys 



535 



540 



545 



att cct gtt cag ctt gtt ttt aaa aat aag ata aag eta tat tgg agt 
He Pro Val Gin Leu Val Phe Lys Asn Lys He Lys Leu Tyr Trp Ser 



550 



555 



560 



aaa gtg aaa get gaa cca tct gag aaa gtc tct ctt agg ate tct gtg 
Lys Val Lys Ala Glu Pro Ser Glu Lys Val Ser Leu Arg He Ser Val 



565 



570 



575 



580 



aca cag cct gac tec ata gtt ggg att gta get gtt gac aaa agt gtg 
Thr Gin Pro Asp Ser He Val Gly He Val Ala Val Asp Lys Ser Val 



585 



590 



595 



aat ctg atg aat gec tct aat gat att aca atg gaa aat gtg gtc cat 
Asn Leu Met Asn Ala Ser Asn Asp He Thr Met Glu Asn Val Val His 



600 



605 



610 



gag ttg gaa ctt tat aac aca gga tat tat tta ggc atg ttc atg aat 
Glu Leu Glu Leu Tyr Asn Thr Gly Tyr Tyr Leu Gly Met Phe Met Asn 



615 



620 



625 



tct ttt gca gtc ttt cag gaa tgt gga etc tgg gta ttg aca gat gca 
Ser Phe Ala Val Phe Gin Glu Cys Gly Leu Trp Val Leu Thr Asp Ala 



630 



635 



640 



aac etc acg aag gat tat att gat ggt gtt tat gac aat gca gaa tat 
Asn Leu Thr Lys Asp Tyr He Asp Gly Val Tyr Asp Asn Ala Glu Tyr 



645 



650 



655 



660 



get gag agg ttt atg gag gaa aat gaa gga cat att gta gat att cat 
Ala Glu Arg Phe Met Glu Glu Asn Glu Gly His lie Val Asp He His 



665 



670 



675 



1688 



1736 



1784 



1832 



1880 



1928 



1976 



2024 



2072 



6 5 
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gac ttt tct ttg ggt age agt cca cat gtc cga aag cat ttt cca gag 
Asp Phe Ser Leu Gly Ser Ser Pro His Val Arg Lys His Phe Pro Glu 

680 685 690 

act tgg att tgg eta gac acc aac atg ggt tec agg att tac caa gaa 
Thr Trp lie Trp Leu Asp Thr Asn Met Gly Ser Arg He Tyr Gin Glu 

695 700 705 

ttt gaa gta act gta cct gat tct ate act tct tgg gtg get act ggt 
Phe Glu Val Thr Val Pro Asp Ser lie Thr Ser Trp Val Ala Thr Gly 

710 715 720 

ttt gtg ate tct gag gac ctg ggt ctt gga eta aca act act cca gtg 
Phe Val He Ser Glu Asp Leu Gly Leu Gly Leu Thr Thr Thr Pro Val 
725 730 735 740 

gag etc caa gee ttc caa cca ttt ttc att ttt ttg aat ctt ccc tac 
Glu Leu Gin Ala Phe Gin Pro Phe Phe He Phe Leu Asn Leu Pro Tyr 

745 750 755 

tct gtt ate aga ggt gaa gaa ttt get ttg gaa ata act ata ttc aat 
Ser Val lie Arg Gly Glu Glu Phe Ala Leu Glu lie Thr lie Phe Asn 

760 765 770 

tat ttg aaa gat gee act gag gtt aag gta ate att gag aaa agt gac 
Tyr Leu Lys Asp Ala Thr Glu Val Lys Val lie He Glu Lys Ser Asp 

775 780 785 

aaa ttt gat att eta atg act tea agt gaa ata aat gee aca ggc cac 
Lys Phe Asp lie Leu Met Thr Ser Ser Glu He Asn Ala Thr Gly His 

790 795 800 

cag cag acc ctt ctg gtt ccc agt gag gat ggg gca act gtt ctt ttt 
Gin Gin Thr Leu Leu Val Pro Ser Glu Asp Gly Ala Thr Val Leu Phe 
805 810 815 820 

ccc ate agg cca aca cat ctg gga gaa att cct ate aca gtc aca get 
Pro lie Arg Pro Thr His Leu Gly Glu lie Pro He Thr Val Thr Ala 



2120 



2168 



2216 



2264 



2312 



2360 



2408 



2456 



2504 



2552 
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825 
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830 



835 



ctt tea ccc act get tct gat get ate ace cag atg att tta gta aag 
Leu Ser Pro Thr Ala Ser Asp Ala He Thr Gin Met He Leu Val Lys 



840 



845 



850 



get gaa gga ata gaa aaa tea tat tea caa tec ate tta tta gac ttg 
Ala Glu Gly lie Glu Lys Ser Tyr Ser Gin Ser He Leu Leu Asp Leu 



855 



860 



865 



act gac aat agg eta cag agt acc ctg aaa act ttg agt ttc tea ttt 
Thr Asp Asn Arg Leu Gin Ser Thr Leu Lys Thr Leu Ser Phe Ser Phe 



870 



875 



880 



cct cct aat aca gtg act ggc agt gaa aga gtt cag ate act gca att 
Pro Pro Asn Thr Val Thr Gly Ser Glu Arg Val Gin He Thr Ala He 



885 



890 



895 



900 



gga gat gtt ctt ggt cct tec ate aat ggc tta gee tea ttg att egg 
Gly Asp Val Leu Gly Pro Ser He Asn Gly Leu Ala Ser Leu lie Arg 



905 



910 



915 



atg cct tat ggc tgt ggt gaa cag aac atg ata aat ttt get cca aat 
Met Pro Tyr Gly Cys Gly Glu Gin Asn Met He Asn Phe Ala Pro Asn 



920 



925 



930 



att tac att ttg gat tat ctg act aaa aag aaa caa ctg aca gat aat 
He Tyr He Leu Asp Tyr Leu Thr Lys Lys Lys Gin Leu Thr Asp Asn 



935 



940 



945 



ttg aaa gaa aaa get ctt tea ttt atg agg caa ggt tac cag aga gaa 
Leu Lys Glu Lys Ala Leu Ser Phe Met Arg Gin Gly Tyr Gin Arg Glu 



950 



955 



960 



ctt etc tat cag agg gaa gat ggc tct ttc agt get ttt ggg aat tat 
Leu Leu Tyr Gin Arg Glu Asp Gly Ser Phe Ser Ala Phe Gly Asn Tyr 



965 



970 



975 



980 



gac cct tct ggg age act tgg ttg tea get ttt gtt tta aga tgt ttc 



2600 



2648 



2696 



2744 



2792 



2840 



2888 



2936 



2984 



3032 



6 7 
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Asp Pro Ser Gly Ser Thr Tr P Leu Ser Ala Phe Val Leu Arg Cys Phe 

985 990 995 

ctt gaa gcc gat cct tac ata gat att gat cag aat gtg tta cac aga 
Leu Glu Ala Asp Pro Tyr lie Asp lie Asp Gin Asn Val Leu His Arg 

1000 1005 1010 

aca tac act tgg ctt aaa gga cat cag aaa tec aac ggt gaa ttt tgg 
Thr Tyr Thr Trp Leu Lys Gly His Gin Lys Ser Asn Gly Glu Phe Trp 

1015 1020 1025 

gat cca gga aga gtg att cat agt gag ctt caa ggt ggc aat aaa agt 
Asp Pro Gly Arg Val lie His Ser Glu Leu Gin Gly Gly Asn Lys Ser 

1030 1035 1040 

cca gta aca ctt aca gcc tat att gta act tct etc ctg gga tat aga 
Pro Val Thr Leu Thr Ala Tyr lie Val Thr Ser Leu Leu Gly Tyr Arg 
1045 1050 1055 1060 

aag tat cag cct aac att gat gtg caa gag tct ate cat ttt ttg gag 
Lys Tyr Gin Pro Asn He Asp Val Gin Glu Ser He His Phe Leu Glu 

1065 1070 1075 

tct gaa ttc agt aga gga att tea gac aat tat act eta gcc ctt ata 
Ser Glu Phe Ser Arg Gly He Ser Asp Asn Tyr Thr Leu Ala Leu He 

1080 1085 1090 

act tat gca ttg tea tea gtg ggg agt cct aaa gcg aag gaa get ttg 
Thr Tyr Ala Leu Ser Ser Val Gly Ser Pro Lys Ala Lys Glu Ala Leu 

1095 HOO 11° 5 

aat atg ctg act tgg aga gca gaa caa gaa ggt ggc atg caa ttc tgg 
Asn Met Leu Thr Trp Arg Ala Glu Gin Glu Gly Gly Met Gin Phe Trp 

mo 1115 1120 

gtg tea tea gag tec aaa ctt tct gac tec tgg cag cca cgc tec ctg 
Val Ser Ser Glu Ser Lys Leu Ser Asp Ser Trp Gin Pro Arg Ser Leu 
1125 H30 H35 H40 



3080 



3128 



3176 



3224 



3272 



3320 



3368 



3416 



3464 
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gat att gaa gtt gca gcc tat gca ctg etc tea cac ttc tta caa ttt 3512 
Asp He Glu Val Ala Ala Tyr Ala Leu Leu Ser His Phe Leu Gin Phe 

1145 1150 1155 

cag act tct gag gga ate cca att atg agg tgg eta age agg caa aga 3560 
Gin Thr Ser Glu Gly He Pro He Met Arg Trp Leu Ser Arg Gin Arg 

1160 1165 1170 

aat age ttg ggt ggt ttt gca tct act cag gat ace act gtg get tta 3608 
Asn Ser Leu Gly Gly Phe Ala Ser Thr Gin Asp Thr Thr Val Ala Leu 

1175 1180 1185 

aag get ctg tct gaa ttt gca gcc eta atg aat aca gaa agg aca aat 3656 
Lys Ala Leu Ser Glu Phe Ala Ala Leu Met Asn Thr Glu Arg Thr Asn 

1190 1195 1200 

ate caa gtg ace gtg acg ggg cct age tea cca agt cct gta aag ttt 3704 
He Gin Val Thr Val Thr Gly Pro Ser Ser Pro Ser Pro Val Lys Phe 
1205 1210 1215 1220 

ctg att gac aca cac aac cgc tta etc ctt cag aca gca gag ctt get 3752 
Leu He Asp Thr His Asn Arg Leu Leu Leu Gin Thr Ala Glu Leu Ala 

1225 1230 1235 

gtg gta cag cca acg gca gtt aat att tec gca aat ggt ttt gga ttt 3800 
Val Val Gin Pro Thr Ala Val Asn He Ser Ala Asn Gly Phe Gly Phe 

1240 1245 1250 

get att tgt cag etc aat gtt gta tat aat gtg aag get tct ggg tct 3848 
Ala He Cys Gin Leu Asn Val Val Tyr Asn Val Lys Ala Ser Gly Ser 

1255 1260 1265 

tct aga aga cga aga tct ate caa aat caa gaa gcc ttt gat tta gat 3896 
Ser Arg Arg Arg Arg Ser lie Gin Asn Gin Glu Ala Phe Asp Leu Asp 

1270 1275 1280 

gtt get gta aaa gaa aat aaa gat gat etc aat cat gtg gat ttg aat 3944 
Val Ala Val Lys Glu Asn Lys Asp Asp Leu Asn His Val Asp Leu Asn 
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1285 



1290 



10-36431 5 



1295 



1300 



gtg tgt aca age ttt teg ggc ccg ggt agg agt ggc atg get ctt atg 
Val Cys Thr Ser Phe Ser Gly Pro Gly Arg Ser Gly Met Ala Leu Met 



1305 



1310 



1315 



gaa gtt aac eta tta agt ggc ttt atg gtg cct tea gaa gca att tct 
Glu Val Asn Leu Leu Ser Gly Phe Met Val Pro Ser Glu Ala He Ser 



1320 



1325 



1330 



ctg age gag aca gtg aag aaa gtg gaa tat gat cat gga aaa etc aac 
Leu Ser Glu Thr Val Lys Lys Val Glu Tyr Asp His Gly Lys Leu Asn 



1335 



1340 



1345 



etc tat tta gat tct gta aat gaa acc cag ttt tgt gtt aat att cct 
Leu Tyr Leu Asp Ser Val Asn Glu Thr Gin Phe Cys Val Asn He Pro 



1350 



1355 



1360 



get gtg aga aac ttt aaa gtt tea aat acc caa gat get tea gtg tec 
Ala Val Arg Asn Phe Lys Val Ser Asn Thr Gin Asp Ala Ser Val Ser 



1365 



1370 



1375 



1380 



ata gtg gat tac tat gag cca agg aga cag gcg gtg aga agt tac aac 
He Val Asp Tyr Tyr Glu Pro Arg Arg Gin Ala Val Arg Ser Tyr Asn 



1385 



1390 



1395 



tct gaa gtg aag ctg tec tec tgt gac ctt tgc agt gat gtc cag ggc 
Ser Glu Val Lys Leu Ser Ser Cys Asp Leu Cys Ser Asp Val Gin Gly 



1400 



1405 



1410 



tgc cgt cct tgt gag gat gga get tea ggc tec cat cat cac tct tea 
Cys Arg Pro Cys Glu Asp Gly Ala Ser Gly Ser His His His Ser Ser 



1415 



1420 



1425 



gtc att ttt att ttc tgt ttc aag ctt ctg tac ttt atg gaa ctt tgg 
lie Phe He Phe Cys Phe Lys Leu Leu Tyr Phe Met Glu Leu Trp 



Val 



1430 



1435 



1440 



ctg tgatttattt ttaaaggact ctgtgtaaca ctaacatttc cagtagtcac a 



3992 



4040 



4088 



4136 



4184 



4232 



4280 



4328 



4376 



4430 
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Leu 

1445 

tgtgattgtt ttgttttcgt agaagaatac tgcttctatt ttg 4473 

[0 0 8 3] 
<210> 22 
<211> 2630 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (82) . . . (1830) 
<400> 22 

agttctggga ggcgggggga aggaggttgg tggcgactcc ctcgctcgcc ctcactgccg 60 
gcggtcccaa ctccaggcac c atg ttc ccc gcg ggc ccc ccc age cac age 111 

Met Phe Pro Ala Gly Pro Pro Ser His Ser 
1 5 10 

etc etc egg etc ccc ctg ctg cag ttg ctg eta ctg gtg gtg cag gee 159 
Leu Leu Arg Leu Pro Leu Leu Gin Leu Leu Leu Leu Val Val Gin Ala 

15 20 25 

gtg ggg agg ggg ctg ggc cgc gee age ccg gec ggg ggc ccc ctg gaa 207 
Val Gly Arg Gly Leu Gly Arg Ala Ser Pro Ala Gly Gly Pro Leu Glu 

30 35 40 

eat gtg gtc ate gag agg tac cac ate ccc agg gec tgt ccc egg gaa 255 
Asp Val Val He Glu Arg Tyr His He Pro Arg Ala Cys Pro Arg Glu 

45 50 55 

gtg cag atg ggg gat ttt gtg cgc tac cac tac aac ggc act ttt gaa 303 
Val Gin Met Gly Asp Phe Val Arg Tyr His Tyr Asn Gly Thr Phe Glu 

60 65 70 

gat ggc aag aag ttt gat tea age tat gat cgc aac ace ttg gtg gec 351 



-3089704 




4f 3p 10 — 364315 




Asp Gly Lys Lys Phe Asp Ser Ser Tyr Asp Arg Asn Thr Leu Val Ala 
75 80 85 90 

ate gtg gtg ggt gtg ggg cgc etc ate act ggc atg gac cga ggc etc 
He Val Val Gly Val Gly Arg Leu lie Thr Gly Met Asp Arg Gly Leu 

95 100 105 

atg ggc atg tgt gtc aac gag egg cga cgc etc att gtg cct ccc cac 
Met Gly Met Cys Val Asn Glu Arg Arg Arg Leu He Val Pro Pro His 

HO 115 120 

ctg ggc tat ggg age ate ggc ctg gcg ggg etc att cca ccg gat gee 
Leu Gly Tyr Gly Ser He Gly Leu Ala Gly Leu He Pro Pro Asp Ala 

125 130 135 

acc etc tac ttc gat gtg gtt ctg ctg gat gtg tgg aac aag gaa gac 
Thr Leu Tyr Phe Asp Val Val Leu Leu Asp Val Trp Asn Lys Glu Asp 

140 145 150 

acc gtg cag gtg age aca ttg ctg cgc ccg ccc cac tgc ccc cgc atg 
Thr Val Gin Val Ser Thr Leu Leu Arg Pro Pro His Cys Pro Arg Met 
155 160 165 170 

gtc cag gac ggc gac ttt gtc cgc tac cac tac aat ggc acc ctg ctg 
Val Gin Asp Gly Asp Phe Val Arg Tyr His Tyr Asn Gly Thr Leu Leu 

175 180 185 

gac ggc acc tec ttc gac acc age tac agt aag ggc ggc act tat gac 
Asp Gly Thr Ser Phe Asp Thr Ser Tyr Ser Lys Gly Gly Thr Tyr Asp 

190 195 200 

acc tac gtc ggc tct ggt tgg ctg ate aag ggc atg gac cag ggg ctg 
Thr Tyr Val Gly Ser Gly Trp Leu lie Lys Gly Met Asp Gin Gly Leu 

205 210 215 

ctg ggc atg tgt cct gga gag aga agg aag att ate ate cct cca ttc 
Leu Gly Met Cys Pro Gly Glu Arg Arg Lys lie He He Pro Pro Phe 
220 225 230 



399 



447 



495 



543 



591 



639 



687 



735 



783 
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ctg gcc tat ggc gag aaa ggc tat ggg acg gtg ate ccc cca cag gec 831 

Leu Ala Tyr Gly Glu Lys Gly Tyr Gly Thr Val He Pro Pro Gin Ala 

235 240 245 250 

teg ctg gtc ttt cac gtc etc ctg att gac gtg cac aac ccg aag gac 879 

Ser Leu Val Phe His Val Leu Leu He Asp Val His Asn Pro Lys Asp 

255 260 265 

get gtc cag eta gag acg ctg gag etc ccc ccc ggc tgt gtc cgc aga 927 
Ala Val Gin Leu Glu Thr Leu Glu Leu Pro Pro Gly Cys Val Arg Arg 

270 275 280 

gcc ggg gcc ggg gac ttc atg cgc tac cac tac aat ggc tec ttg atg 975 
Ala Gly Ala Gly Asp Phe Met Arg Tyr His Tyr Asn Gly Ser Leu Met 

285 290 295 

gac ggc acc etc ttc gat tec age tac tec cgc aac cac ace tac aat 1023 
Asp Gly Thr Leu Phe Asp Ser Ser Tyr Ser Arg Asn His Thr Tyr Asn 

300 305 310 

acc tat ate ggg cag ggt tac ate ate ccc ggg atg gac cag ggg ctg 1071 
Thr Tyr He Gly Gin Gly Tyr He He Pro Gly Met Asp Gin Gly Leu 
315 320 325 330 

cag ggt gcc tgc atg ggg gaa cgc egg aga att acc ate ccc ccg cac 1119 
Gin Gly Ala Cys Met Gly Glu Arg Arg Arg He Thr He Pro Pro His 

335 340 345 

etc gcc tat ggg gag aat gga act gga gac aag ate cct ggc tct gcc 1167 
Leu Ala Tyr Gly Glu Asn Gly Thr Gly Asp Lys He Pro Gly Ser Ala 

350 355 360 

gtg eta ate ttc aac gtc cat gtc att gac ttc cac aac cct gcg gat 1215 
Val Leu He Phe Asn Val His Val He Asp Phe His Asn Pro Ala Asp 

365 370 375 

gtg gtg gaa ate agg aca ctg tec egg cca tct gag acc tgc aat gag 1263 
Val Val Glu He Arg Thr Leu Ser Arg Pro Ser Glu Thr Cys Asn Glu 
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380 385 390 

acc acc aag ctt ggg gac ttt gtt cga tac cat tac aac tgt tct ttg 
Thr Thr Lys Leu Gly Asp Phe Val Arg Tyr His Tyr Asn Cys Ser Leu 
395 400 405 410 

ctg gac ggc acc cag ctg ttc acc teg cat gac tac ggg gcc ccc cag 
Leu Asp Gly Thr Gin Leu Phe Thr Ser His Asp Tyr Gly Ala Pro Gin 

415 420 425 

gag gcg act etc ggg gcc aac aag gtg ate gaa ggc ctg gac acg ggc 
Glu Ala Thr Leu Gly Ala Asn Lys Val lie Glu Gly Leu Asp Thr Gly 

430 435 440 

ctg cag ggc atg tgt gtg gga gag agg egg cag etc ate gtg ccc ccg 
Leu Gin Gly Met Cys Val Gly Glu Arg Arg Gin Leu lie Val Pro Pro 

445 450 455 

cac ctg gcc cac ggg gag agt gga gcc egg gga gtc cca ggc agt get 
His Leu Ala His Gly Glu Ser Gly Ala Arg Gly Val Pro Gly Ser Ala 

460 465 470 

gtg ctg ctg ttt gag gtg gag ctg gtg tec egg gag gat ggg ctg ccc 
Val Leu Leu Phe Glu Val Glu Leu Val Ser Arg Glu Asp Gly Leu Pro 
475 480 485 490 

aca ggc tac ctg ttt gtg tgg cac aag gac cct cct gcc aac ctg ttt 
Thr Gly Tyr Leu Phe Val Trp His Lys Asp Pro Pro Ala Asn Leu Phe 

495 500 505 

gaa gac atg gac etc aac aag gat ggc gag gtc cct ccg gag gag ttc 
Glu Asp Met Asp Leu Asn Lys Asp Gly Glu Val Pro Pro Glu Glu Phe 

510 515 520 

tec acc ttc ate aag get caa gtg agt gag ggc aaa gga cgc etc atg 
Ser Thr Phe lie Lys Ala Gin Val Ser Glu Gly Lys Gly Arg Leu Met 

525 530 535 

cct ggg cag gac cct gag aaa acc ata gga gac atg ttc cag aac cag 



1311 



1359 



1407 



1455 



1503 



1551 



1599 



1647 



1695 



1743 
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Pro Gly Gin Asp Pro Glu Lys Thr He Gly Asp Met Phe Gin Asn Gin 

540 545 550 

gac cgc aac cag gac ggc aag ate aca gtc gac gag etc aag ctg aag 1791 
Asp Arg Asn Gin Asp Gly Lys He Thr Val Asp Glu Leu Lys Leu Lys 
555 560 565 570 

tea gat gag gac gag gag egg gtc cac gag gag etc tga ggggcaggga 1840 
Ser Asp Glu Asp Glu Glu Arg Val His Glu Glu Leu 

575 580 

gcctggccag gectgagaca cagaggccca ctgcgagggg gacagtggcg gtgggactga 1900 

cctgctgaca gtcaccctcc ctctgctggg atgaggtcca ggagecaact aaaacaatgg I960 

cagaggagac atctctggtg ttcccaccac cctagatgaa aatccacagc acagacctct 2020 

accgtgtttc tcttccatcc ctaaaccact tccttaaaat gtttggattt geaaagecaa 2080 

tttggggcct gtggagcctg gggttggata gggccatggc tggtccccca ccatacctcc 2140 

cctccacatc actgacacag ctgagcttgt tatccatctc cccaaacttt ctctttcttt 2200 

gtacttcttg tcatccccac tcccagcccc tattcctcta tgtgacagct ggctaggacc 2260 

cctctgcctt cctccccaat cctgactggc tcctagggaa ggggaaggct cctggagggc 2320 

agccctacct ctcccatgcc ctttgccctc ctccctcgcc tccagtggag gctgagctga 2380 

ccctgggctg ctggaggcca gactgggctg tagttagctt ttcatcccta aagaaggctt 2440 

tccctaagga accatagaag agaggaagaa aacaaagggc atgtgtgagg gaagctgett 2500 

gggtgggtgt tagggctatg aaatcttgga tttggggctg aggggtggga gggagggcag 2560 

agctctgcac actcaaaggc taaactggtg tcagtccttt tttcctttgt tccaaataaa 2620 



agattaaacc 
[0 0 84] 
<210> 23 
<211> 1472 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 



2630 
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160 



208 



256 
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<222> (89) . . . (1321) 
<400> 23 

aaaaagactc cgccttccca agagcccctg cggccgggcg cgaaaatggc ggcggcggcg 60 
acggccgggc gctcctgaag cagcagtt atg gag ctt ccc tea ggg ccg ggg 112 

Met Glu Leu Pro Ser Gly Pro Gly 
1 5 
ccg gag egg etc ttt gac teg cac egg ctt ccg ggt gac tgc ttc eta 
Pro Glu Arg Leu Phe Asp Ser His Arg Leu Pro Gly Asp Cys Phe Leu 

10 15 20 

ctg etc gtg ctg ctg etc tac gcg cca gtc ggg ttc tgc etc etc gtc 
Leu Leu Val Leu Leu Leu Tyr Ala Pro Val Gly Phe Cys Leu Leu Val 
25 30 35 40 

ctg cgc etc ttt etc ggg ate cac gtc ttc ctg gtc age tgc gcg ctg 
Leu Arg Leu Phe Leu Gly He His Val Phe Leu Val Ser Cys Ala Leu 

45 50 55 

cca gac age gtc ctt cgc aga ttc gta gtg egg acc atg tgt gcg gtg 
Pro Asp Ser Val Leu Arg Arg Phe Val Val Arg Thr Met Cys Ala Val 

60 65 70 

eta ggg etc gtg gec egg cag gag gac tec gga etc egg gat cac agt 
Leu Gly Leu Val Ala Arg Gin Glu Asp Ser Gly Leu Arg Asp His Ser 

75 80 85 

gtc agg gtc etc att tec aac cat gtg aca cct ttc gac cac aac ata 
Val Arg Val Leu lie Ser Asn His Val Thr Pro Phe Asp His Asn He 

90 95 100 

gtc aat ttg ctt acc acc tgt age acc cct eta etc aat agt ccc ccc 
Val Asn Leu Leu Thr Thr Cys Ser Thr Pro Leu Leu Asn Ser Pro Pro 
105 HO H5 I 20 

age ttt gtg tgc tgg tct egg ggc ttc atg gag atg aat ggg egg ggg 
Ser Phe Val Cys Trp Ser Arg Gly Phe Met Glu Met Asn Gly Arg Gly 



304 



352 



400 



448 



496 
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125 130 135 

gag ttg gtg gag tea etc aag aga ttc tgt get tec acg agg ctt ccc 544 
Glu Leu Val Glu Ser Leu Lys Arg Phe Cys Ala Ser Thr Arg Leu Pro 

140 145 150 

ccc act cct ctg ctg eta ttc cct gag gaa gag gec ace aat ggc egg 592 
Pro Thr Pro Leu Leu Leu Phe Pro Glu Glu Glu Ala Thr Asn Gly Arg 

155 160 165 

gag ggg etc ctg cgc ttc agt tec tgg cca ttt tct ate caa gat gtg 640 
Glu Gly Leu Leu Arg Phe Ser Ser Trp Pro Phe Ser He Gin Asp Val 

170 175 180 

gta caa cct ctt acc ctg caa gtt cag aga ccc ctg gtc tct gtg acg 688 
Val Gin Pro Leu Thr Leu Gin Val Gin Arg Pro Leu Val Ser Val Thr 
185 190 195 200 

gtg tea gat gee tec tgg gtc tea gaa ctg ctg tgg tea ctt ttc gtc 736 
Val Ser Asp Ala Ser Trp Val Ser Glu Leu Leu Trp Ser Leu Phe Val 

205 210 215 

cct ttc acg gtg tat caa gta agg tgg ctt cgt cct gtt cat cgc caa 784 
Pro Phe Thr Val Tyr Gin Val Arg Trp Leu Arg Pro Val His Arg Gin 

220 225 230 

eta ggg gaa gcg aat gag gag ttt gca etc cgt gta caa cag ctg gtg 832 
Leu Gly Glu Ala Asn Glu Glu Phe Ala Leu Arg Val Gin Gin Leu Val 

235 240 245 

gec aag gaa ttg ggc cag aca ggg aca egg etc act cca get gac aaa 880 
Ala Lys Glu Leu Gly Gin Thr Gly Thr Arg Leu Thr Pro Ala Asp Lys 

250 255 260 

gca gag cac atg aag cga caa aga cac ccc aga ttg cgc ccc cag tea 928 
Ala Glu His Met Lys Arg Gin Arg His Pro Arg Leu Arg Pro Gin Ser 
265 270 275 280 

gee cag tct tct ttc cct ccc tec cct ggt cct tct cct gat gtg caa 976 
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1024 



1072 



1120 



1168 



Sftsp. 10 — 364315 



Ala Gin Ser Ser Phe Pro Pro Ser Pro Gly Pro Ser Pro Asp Val Gin 

285 290 295 

ctg gca act ctg get cag aga gtc aag gaa gtt ttg ccc cat gtg cca 
Leu Ala Thr Leu Ala Gin Arg Val Lys Glu Val Leu Pro His Val Pro 

300 305 310 

ttg ggt gtc ate cag aga gac ctg gee aag act ggc tgt gta gac ttg 
Leu Gly Val lie Gin Arg Asp Leu Ala Lys Thr Gly Cys Val Asp Leu 

315 320 325 

act ate act aat ctg ctt gag ggg gec gta get ttc atg cct gaa gac 
Thr He Thr Asn Leu Leu Glu Gly Ala Val Ala Phe Met Pro Glu Asp 

330 335 340 

ate acc aag gga act cag tec eta ccc aca gec tct gec tec aag ttt 
He Thr Lys Gly Thr Gin Ser Leu Pro Thr Ala Ser Ala Ser Lys Phe 
345 350 355 360 

ccc age tct ggc ccg gtg acc cct cag cca aca gee eta aca ttt gec 
Pro Ser Ser Gly Pro Val Thr Pro Gin Pro Thr Ala Leu Thr Phe Ala 

365 370 375 

aag tct tec tgg gec egg cag gag age ctg cag gag cgc aag caa gca 
Lys Ser Ser Trp Ala Arg Gin Glu Ser Leu Gin Glu Arg Lys Gin Ala 

380 385 390 

eta tat gaa tac gca aga agg aga ttc aca gag aga cga gec cag gag 
Leu Tyr Glu Tyr Ala Arg Arg Arg Phe Thr Glu Arg Arg Ala Gin Glu 

395 400 405 

get gac tgagctcaaa ggaacaggat ggcacccaga gccgcaggac ggagactggg gg 1370 

Ala Asp 
410 

cagccctcac ccaactcaca acaggctgga tgggtgggtg gtaaaaaggg aaggatgagg 1430 
ctcccccaat gtcacattaa attcatggtt ttcattcaag gc 1472 
[0 0 8 5] 

7 8 mU&* 3 1 - 3 0 8 9 7 0 4 



1216 



1264 



1312 




#3* 10-3643 1 



<210> 24 
<211> 1652 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (17)... (1468) 
<400> 24 

aaagcggcgg cggagg atg gag gaa gga ggc ggc ggc gta egg agt ctg gtc 52 
Met Glu Glu Gly Gly Gly Gly Val Arg Ser Leu Val 
1 5 10 

ccg ggc ggg ccg gtg tta ctg gtc etc tgc ggc etc ctg gag gcg tec 100 
Pro Gly Gly Pro Val Leu Leu Val Leu Cys Gly Leu Leu Glu Ala Ser 

15 20 25 

ggc ggc ggc cga gec ctt cct caa etc age gat gac ate cct ttc cga 148 
Gly Gly Gly Arg Ala Leu Pro Gin Leu Ser Asp Asp He Pro Phe Arg 

30 35 40 

gtc aac tgg ccc ggc acc gag ttc tct ctg ccc aca act gga gtt tta 196 
Val Asn Trp Pro Gly Thr Glu Phe Ser Leu Pro Thr Thr Gly Val Leu 
45 50 55 60 

tat aaa gaa gat aat tat gtc ate atg aca act gca cat aaa gaa aaa 244 
Tyr Lys Glu Asp Asn Tyr Val lie Met Thr Thr Ala His Lys Glu Lys 

65 70 75 

tat aaa tgc ata ctt ccc ctt gtg aca agt ggg gat gag gaa gaa gaa 292 
Tyr Lys Cys He Leu Pro Leu Val Thr Ser Gly Asp Glu Glu Glu Glu 

80 85 90 

aag gat tat aaa ggc cct aat cca aga gag ctt ttg gag cca eta ttt 340 
Lys Asp Tyr Lys Gly Pro Asn Pro Arg Glu Leu Leu Glu Pro Leu Phe 
95 100 105 



7 9 
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aaa caa age agt tgt tec tac aga att gag tct tat tgg act tac gaa 
Lys Gin Ser Ser Cys Ser Tyr Arg lie Glu Ser Tyr Tr P Thr Tyr Glu 

110 115 120 

gta tgt cat gga aaa cac att egg cag tac cat gaa gag aaa gaa act 
Val Cys His Gly Lys His He Arg Gin Tyr His Glu Glu Lys Glu Thr 
125 130 135 140 

ggt cag aaa ata aat att cac gag tac tac ctt ggg aat atg ttg gec 
Gly Gin Lys lie Asn He His Glu Tyr Tyr Leu Gly Asn Met Leu Ala 

145 150 155 

aag aac ctt eta ttt gaa aaa gaa cga gaa gca gaa gaa aag gaa aaa 
Lys Asn Leu Leu Phe Glu Lys Glu Arg Glu Ala Glu Glu Lys Glu Lys 

160 165 170 

tea aat gag att ccc act aaa aat ate gaa ggt cag atg aca cca tac 
Ser Asn Glu He Pro Thr Lys Asn lie Glu Gly Gin Met Thr Pro Tyr 

175 180 185 

tat cct gtg gga atg gga aat ggt aca cct tgt agt ttg aaa cag aac 
Tyr Pro Val Gly Met Gly Asn Gly Thr Pro Cys Ser Leu Lys Gin Asn 

190 195 200 

egg ccc aga tea agt act gtg atg tac ata tgt cat cct gaa tct aag 
Arg Pro Arg Ser Ser Thr Val Met Tyr lie Cys His Pro Glu Ser Lys 
205 210 215 220 

cat gaa att ctt tea gta get gaa gtt aca act tgt gaa tat gaa gtt 
His Glu He Leu Ser Val Ala Glu Val Thr Thr Cys Glu Tyr Glu Val 

225 230 235 

gtc att ttg aca cca etc ttg tgc agt cat cct aaa tat agg ttc aga 
Val He Leu Thr Pro Leu Leu Cys Ser His Pro Lys Tyr Arg Phe Arg 

240 245 250 

gca tct cct gtg aat gac ata ttt tgt caa tea ctg cca gga tct cca 
Ala Ser Pro Val Asn Asp He Phe Cys Gin Ser Leu Pro Gly Ser Pro 



388 



436 



484 



532 



580 



628 



676 



724 



772 



820 
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255 



260 



265 



ttt aag ccc etc acc ctg agg cag ctg gag cag cag gaa gaa ata eta 
Phe Lys Pro Leu Thr Leu Arg Gin Leu Glu Gin Gin Glu Glu He Leu 



868 



270 



275 



280 



agg gtg cct ttt agg aga aat aaa gag gaa gat ttg caa tea act aaa 
Arg Val Pro Phe Arg Arg Asn Lys Glu Glu Asp Leu Gin Ser Thr Lys 



285 



290 



295 



300 



916 



gaa gag aga ttt cca gcg ate cac aag teg att get att ggc tct cag 
Glu Glu Arg Phe Pro Ala He His Lys Ser He Ala He Gly Ser Gin 



305 



310 



315 



964 



cca gtg etc act gtt ggg aca acc cac ata tec aaa ttg aca gat gac 
Pro Val Leu Thr Val Gly Thr Thr His He Ser Lys Leu Thr Asp Asp 



320 



325 



330 



1012 



caa etc ata aaa gag ttt ctt agt ggt tct tac tgc ttt cgt ggg ggt 
Gin Leu He Lys Glu Phe Leu Ser Gly Ser Tyr Cys Phe Arg Gly Gly 



335 



340 



345 



1060 



gtc ggt tgg tgg aaa tat gaa ttc tgc tat ggc aaa cat gta cat caa 
Val Gly Trp Trp Lys Tyr Glu Phe Cys Tyr Gly Lys His Val His Gin 



350 



355 



360 



1108 



tac cat gag gac aag gat agt ggg aaa acc tct gtg gtt gtc ggg aca 
Tyr His Glu Asp Lys Asp Ser Gly Lys Thr Ser Val Val Val Gly Thr 



365 



370 



375 



380 



1156 



tgg aac caa gaa gag cat att gaa tgg get aag aag aat act get aga 
Trp Asn Gin Glu Glu His He Glu Trp Ala Lys Lys Asn Thr Ala Arg 



385 



390 



395 



1204 



get tat cat ctt caa gac gat ggt acc cag aca gtc agg atg gtg tea 
Ala Tyr His Leu Gin Asp Asp Gly Thr Gin Thr Val Arg Met Val Ser 



1252 



400 



405 



410 



cat ttt tat gga aat gga gat att tgt gat ata act gac aaa cca aga 



1300 



3 0 8 9 7 0 4 





10 — 364315 



His Phe Tyr Gly Asn Gly Asp He Cys Asp lie Thr Asp Lys Pro Arg 

415 420 425 

cag gtg act gta aaa eta aag tgc aaa gaa tea gat tea cct cat get 
Gin Val Thr Val Lys Leu Lys Cys Lys Glu Ser Asp Ser Pro His Ala 

430 435 440 

gtt act gta tat atg eta gag cct cac tec tgt caa tat att ctt ggg 
Val Thr Val Tyr Met Leu Glu Pro His Ser Cys Gin Tyr He Leu Gly 
445 450 455 460 

gtt gaa tct cca gtg ate tgt aaa ate tta gat aca gca gat gaa aat 
Val Glu Ser Pro Val He Cys Lys He Leu Asp Thr Ala Asp Glu Asn 

465 470 475 

gga ctt ctt tct etc ccc aac taaaggatat taaagttagg ggaaa 
Gly Leu Leu Ser Leu Pro Asn 
480 

gaaaagatca ttgaaagtca tgataatttc tgtcccactg tgtctcatta tagagttctc 
agccattgga cctcttctaa aggatggtat aaaatgactc tcaaccactt tgtgaataca 
tatgtgtata taagaggtta ttgataaact tctgaggcag ac 

[0 0 8 6] 
<210> 25 
<211> 2112 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (20) . . . (1843) 
<400> 25 

attttggtgg gtgagcagc atg ggc ttt gag gag ctg ctg gag cag gtg ggc 

Met Gly Phe Glu Glu Leu Leu Glu Gin Val Gly 
1 5 10 



1348 



1396 



1444 



1490 



1550 
1610 
1652 



52 
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ggc ttt 
Gly Phe 

cga gtg 
Arg Val 

gtg cct 
Val Pro 
45 

cat cag 
His Gin 

60 
acg etc 
Thr Leu 

acc acg 
Thr Thr 

cct gee 
Pro Ala 

ttc tec 
Phe Ser 
125 
cat ctg 
His Leu 
140 

ggt cga 
Gly Arg 



ggg ccc ttc caa ctg egg aat gtg gca ctg 
Gly Pro Phe Gin Leu Arg Asn Val Ala Leu 

15 20 
ctg eta cca ctg cac ttc etc ctg ccc ate 
Leu Leu Pro Leu His Phe Leu Leu Pro He 
30 35 
gee cac cga tgt gee ctg ccg ggt gee cct 
Ala His Arg Cys Ala Leu Pro Gly Ala Pro 
50 55 
gat gtg tgg ctg gag gec cat ctt ccc egg 
Asp Val Trp Leu Glu Ala His Leu Pro Arg 

65 70 
age tec tgc etc cgc ttt gec tat ccc cag 
Ser Ser Cys Leu Arg Phe Ala Tyr Pro Gin 

80 85 
ttg ggg gaa gaa agg cag age cgt ggg gag 
Leu Gly Glu Glu Arg Gin Ser Arg Gly Glu 

95 100 
aca gtg ccc tgc tct cag ggc tgg gag tac 
Thr Val Pro Cys Ser Gin Gly Trp Glu Tyr 
110 115 
tct acc att gca act gag tec cag gtc ggt 
Ser Thr He Ala Thr Glu Ser Gin Val Gly 
130 135 
gag gtg gaa tgt egg tgg agg cag tct ccc 
Glu Val Glu Cys Arg Trp Arg Gin Ser Pro 

145 150 
ggc ctt cct tgg gaa gaa get gag get gca 
Gly Leu Pro Trp Glu Glu Ala Glu Ala Ala 



ctg gec 
Leu Ala 

25 

ttc ctg 
Phe Leu 
40 
gee aac 
Ala Asn 

gag cct 
Glu Pro 

get etc 
Ala Leu 



ctg gag 
Leu Glu 
105 
gac cac 
Asp His 
120 

att tac 
He Tyr 

tgg gag 
Trp Glu 

gga ctg 
Gly Leu 



ctg ccc 
Leu Pro 

get gec 
Ala Ala 

ttc age 
Phe Ser 

gat ggc 
Asp Gly 

75 

ccc aac 
Pro Asn 

90 
gat gaa 
Asp Glu 

tea gaa 
Ser Glu 

ata ate 
He He 

gca gca 
Ala Ala 
155 
ggg agg 
Gly Arg 



100 



148 



196 



244 



292 



340 



388 



436 



484 



532 
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160 165 170 

gac aaa gtt tec tat tec cca age tgg cgt gaa teg ttg gga ggt tta 
Asp Lys Val Ser Tyr Ser Pro Ser Trp Arg Glu Ser Leu Gly Gly Leu 

175 180 185 

tta tct ggc atg gag tgg gat ctg gtg tgt gag cag aaa ggt ctg aac 
Leu Ser Gly Met Glu Trp Asp Leu Val Cys Glu Gin Lys Gly Leu Asn 

190 195 200 

aga get gcg tec act ttc ttc ttc gee ggt gtg ctg gtg ggg get gtg 
Arg Ala Ala Ser Thr Phe Phe Phe Ala Gly Val Leu Val Gly Ala Val 

205 210 215 

gee ttt gga tat ctg tec gac agg ttt ggg egg egg cgt ctg ctg ctg 
Ala Phe Gly Tyr Leu Ser Asp Arg Phe Gly Arg Arg Arg Leu Leu Leu 
220 225 230 235 

gta gee tac gtg agt acc ctg gtg ctg ggc ctg gca tct gca gee tec 
Val Ala Tyr Val Ser Thr Leu Val Leu Gly Leu Ala Ser Ala Ala Ser 

240 245 250 

gtc age tat gta atg ttt gee ate acc cgc acc ctt act ggc tea gee 
Val Ser Tyr Val Met Phe Ala lie Thr Arg Thr Leu Thr Gly Ser Ala 

255 260 265 

ctg get ggt ttt acc ate ate gtg atg cca ctg gag ctg gag tgg ctg 
Leu Ala Gly Phe Thr He He Val Met Pro Leu Glu Leu Glu Trp Leu 

270 275 280 

gat gtg gag cac cgc acc gtg get gga gtc ctg age age acc ttc tgg 
Asp Val Glu His Arg Thr Val Ala Gly Val Leu Ser Ser Thr Phe Trp 

285 290 295 

aca ggg ggc gtg atg ctg ctg gca ctg gtt ggg tac ctg ata egg gac 
Thr Gly Gly Val Met Leu Leu Ala Leu Val Gly Tyr Leu lie Arg Asp 
300 305 310 315 

tgg cga tgg ctt ctg eta get gtc acc ctg cct tgt gee cca ggc ate 



580 



628 



676 



724 



772 



820 



868 



916 



964 



1012 
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Trp Arg Trp Leu Leu Leu Ala Val Thr 
320 

etc age etc tgg tgg gtg cct gag tct 
Leu Ser Leu Trp Trp Val Pro Glu Ser 
335 340 
ggc cat gtg aaa gag gec cac agg tac 
Gly His Val Lys Glu Ala His Arg Tyr 

350 355 
aat ggg egg cca gtg tgt gag gac age 
Asn Gly Arg Pro Val Cys Glu Asp Ser 

365 370 
aaa gtg gee gec ggg gaa egg gtg gtc 
Lys Val Ala Ala Gly Glu Arg Val Val 
380 385 
ctg ttc cgc aca cca egg etc cga cac 
Leu Phe Arg Thr Pro Arg Leu Arg His 
400 

gtg tgg ttc gga gtg aac ttc tec tat 
Val Trp Phe Gly Val Asn Phe Ser Tyr 
415 420 
teg ggg ctg ggg ctg aac gtg tap cag 
Ser Gly Leu Gly Leu Asn Val Tyr Gin 

430 435 
gtg gaa ctg ccc tec aag ctg ctg gtc 
Val Glu Leu Pro Ser Lys Leu Leu Val 

445 450 
gga cgc cgc etc acg caa gee ggg aca 
Gly Arg Arg Leu Thr Gin Ala Gly Thr 
460 465 



Leu Pro Cys Ala 
325 

gca cgc tgg ctt 
Ala Arg Trp Leu 



ttg etc 
Leu Leu 

ttc age 
Phe Ser 

cga aga 
Arg Arg 
390 
ate tea 
He Ser 
405 

tac ggc 
Tyr Gly 



cac tgt 
His Cys 
360 
cag gag 
Gin Glu 
375 

cct tea 
Pro Ser 

ctg tgc 
Leu Cys 

ctg agt 
Leu Ser 



aca cag ctg ttg 
Thr Gin Leu Leu 
440 

tac ttg teg gtg 
Tyr Leu Ser Val 

455 

ctg ctg ggc acg 
Leu Leu Gly Thr 

470 



Pro Gly He 
330 

ctg ace caa 1060 
Leu Thr Gin 

345 

gee agg etc 1108 
Ala Arg Leu 

get gtg age 1156 
Ala Val Ser 

tac eta gac 1204 
Tyr Leu Asp 
395 

tgc gtg gtg 1252 
Cys Val Val 
410 

ctg gat gtg 1300 
Leu Asp Val 
425 

ttc ggg get 1348 
Phe Gly Ala 

cgc tac gca 1396 
Arg Tyr Ala 

gee ctg gcg 1444 
Ala Leu Ala 

475 
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ttc ggc act aga ctg eta gtg tec tct gat atg aag tec tgg age act 
Phe Gly Thr Arg Leu Leu Val Ser Ser Asp Met Lys Ser Trp Ser Thr 

480 485 490 

gtc ctg gca gtg atg ggg aaa get ttt tct gaa get gee ttc acc act 
Val Leu Ala Val Met Gly Lys Ala Phe Ser Glu Ala Ala Phe Thr Thr 

495 500 505 

gec tac ctg ttc act tea gag ttg tac cct acg gtg etc aga cag aca 
Ala Tyr Leu Phe Thr Ser Glu Leu Tyr Pro Thr Val Leu Arg Gin Thr 

510 515 520 

ggg atg ggg ctg act gca ctg gtg ggc egg ctg ggg ggc tct ttg gee 
Gly Met Gly Leu Thr Ala Leu Val Gly Arg Leu Gly Gly Ser Leu Ala 

525 530 535 

cca ctg gcg gee ttg ctg gat gga gtg tgg ctg tea ctg ccc aag ctt 
Pro Leu Ala Ala Leu Leu Asp Gly Val Trp Leu Ser Leu Pro Lys Leu 
540 545 550 555 

act tat ggg ggg ate gee ctg ctg get gee ggc acc gec etc ctg ctg 
Thr Tyr Gly Gly He Ala Leu Leu Ala Ala Gly Thr Ala Leu Leu Leu 

560 565 570 

cca gag acg agg cag gca cag ctg cca gag acc ate cag gac gtg gag 
Pro Glu Thr Arg Gin Ala Gin Leu Pro Glu Thr He Gin Asp Val Glu 

575 580 585 

aga aag agt gec cca acc agt ctt cag gag gaa gag atg ccc atg aag 
Arg Lys Ser Ala Pro Thr Ser Leu Gin Glu Glu Glu Met Pro Met Lys 

590 595 600 

cag gtc cag aac taagtgggag tggaggcagg ccctccacag aagctctgea 
Gin Val Gin Asn 
605 

gcaggggctg ggagagcaga agggcaggee ctgcaactca ggctgggagt atcgaaccct 
ctgcctaggg ccggagttgc tgccagtacc cgctccctct gctcatccat ccttgattat 



1492 



1540 



1588 



1636 



1684 



1732 



1780 



1828 



1880 



1940 
2000 
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ttggcttcta ggaacagttg acttcccaga atgcagtggg ctgctgggca cccctctcac 2060 
ggttggggag gattctgtaa ataaaggtgc cccttgggtt ggggcagtgg tg 2112 
<210> 26 
<211> 1087 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (33)... (977) 

<400> 26 

agagggggcg tcaggccgcg ggagaggagg cc atg ggc gcg cgc ggg gcg ctg 53 

Met Gly Ala Arg Gly Ala Leu 
1 5 

ctg ctg gcg ctg ctg ctg get egg get gga etc agg aag ccg gag teg 101 
Leu Leu Ala Leu Leu Leu Ala Arg Ala Gly Leu Arg Lys Pro Glu Ser 

10 15 20 

cag gag gcg gcg ccg tta tea gga cca tgc ggc cga egg gtc ate acg 149 
Gin Glu Ala Ala Pro Leu Ser Gly Pro Cys Gly Arg Arg Val lie Thr 

25 30 35 

teg cgc ate gtg ggt gga gag gac gec gaa etc ggg cgt tgg ccg tgg 197 
Ser Arg He Val Gly Gly Glu Asp Ala Glu Leu Gly Arg Trp Pro Trp 
40 45 50 55 

cag ggg age ctg cgc ctg tgg gat tec cac gta tgc gga gtg age ctg 245 
Gin Gly Ser Leu Arg Leu Trp Asp Ser His Val Cys Gly Val Ser Leu 

60 65 70 

etc age cac cgc tgg gca etc acg gcg gcg cac tgc ttt gaa ace tat 293 
Leu Ser His Arg Trp Ala Leu Thr Ala Ala His Cys Phe Glu Thr Tyr 

75 80 85 

agt gac ctt agt gat ccc tec ggg tgg atg gtc cag ttt ggc cag ctg 341 



£BfI$$ 1 1-3089704 




Sgsp. 10 — 364315 



Ser Asp Leu Ser Asp Pro Ser Gly Trp Met Val Gin Phe Gly Gin Leu 

90 95 100 

act tec atg cca tec ttc tgg age ctg cag gec tac tac acc cgt tac 
Thr Ser Met Pro Ser Phe Trp Ser Leu Gin Ala Tyr Tyr Thr Arg Tyr 

105 HO 115 

ttc gta teg aat ate tat ctg age cct cgc tac ctg ggg aat tea ccc 
Phe Val Ser Asn He Tyr Leu Ser Pro Arg Tyr Leu Gly Asn Ser Pro 
120 125 130 135 

tat gac att gec ttg gtg aag ctg tct gca cct gtc acc tac act aaa 
Tyr Asp lie Ala Leu Val Lys Leu Ser Ala Pro Val Thr Tyr Thr Lys 

140 145 150 

cac ate cag ccc ate tgt etc cag gec tec aca ttt gag ttt gag aac 
His He Gin Pro lie Cys Leu Gin Ala Ser Thr Phe Glu Phe Glu Asn 

155 160 165 

egg aca gac tgc tgg gtg act ggc tgg ggg tac ate aaa gag gat gag 
Arg Thr Asp Cys Trp Val Thr Gly Trp Gly Tyr He Lys Glu Asp Glu 

170 175 180 

gca ctg cca tct ccc cac acc etc cag gaa gtt cag gtc gec ate ata 
Ala Leu Pro Ser Pro His Thr Leu Gin Glu Val Gin Val Ala He lie 

185 190 195 

aac aac tct atg tgc aac cac etc ttc etc aag tac agt ttc cgc aag 
Asn Asn Ser Met Cys Asn His Leu Phe Leu Lys Tyr Ser Phe Arg Lys 
200 205 210 215 

gac ate ttt gga gac atg gtt tgt get ggc aat gec caa ggc ggg aag 
Asp He Phe Gly Asp Met Val Cys Ala Gly Asn Ala Gin Gly Gly Lys 

220 225 230 

gat gec tgc ttc ggt gac tea ggt gga ccc ttg gee tgt aac aag aat 
Asp Ala Cys Phe Gly Asp Ser Gly Gly Pro Leu Ala Cys Asn Lys Asn 
235 240 245 



389 



437 



485 



533 



581 



629 



677 



725 



773 
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gga ctg tgg 
Gly Leu Trp 

250 

egg ccc aat 
Arg Pro Asn 

265 
tgg ate cag 
Trp He Gin 
280 

tec tgg ccg 
Ser Trp Pro 

ggg ccg gtc 
Gly Pro Val 



tat cag att gga gtc gtg age tgg gga gtg ggc 
Tyr Gin He Gly Val Val Ser Trp Gly Val Gly 

255 260 
egg ccc ggt gtc tac ace aat ate age cac cac 
Arg Pro Gly Val Tyr Thr Asn lie Ser His His 

270 275 
aag ctg atg gee cag agt ggc atg tec cag cca 
Lys Leu Met Ala Gin Ser Gly Met Ser Gin Pro 

285 290 
eta etc ttt ttc cct ctt etc tgg get etc cca 
Leu Leu Phe Phe Pro Leu Leu Trp Ala Leu Pro 

300 305 
tgagcctacc tgagcccatg cagcctgggg ccactgccaa 



tgt ggt 
Cys Gly 

ttt gag 
Phe Glu 

gac ccc 
Asp Pro 
295 
etc Ctg 
Leu Leu 
310 

gtcagg 



821 



869 



917 



965 



1020 



ccctggttct cttctgtctt gtttggtaat aaacacattc cagttgatgc ettgeaggge 
attcttc 

[0 0 8 7] 

<210> 27 

<211> 1694 

<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (216)... (500) 
<400> 27 

cccgaagttt gaggggtgtg gacggtttgt gaccccctta gccgacccta ctcctcactg 
geegggacaa ctggtcttat caeggagget ggggecagge agcccttcgg ttcgggtggg 
cccatggacc ccagtccaac gecgagggaa taggaccatc caaaagegga accttcgcct 



1080 
1087 



60 
120 
180 



8 9 
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cagaaaaagg cgtggaccct gccagcagcc aggcc atg gag etc tct gat gtc 

Met Glu Leu Ser Asp Val 
1 5 
acc etc att gag ggt gtg ggt aat gag gtg atg gtg gtg gca ggt gtg 
Thr Leu lie Glu Gly Val Gly Asn Glu Val Met Val Val Ala Gly Val 

10 15 20 

gtg gtg ctg att eta gec ttg gtc eta get tgg etc tct acc tac gta 
Val Val Leu lie Leu Ala Leu Val Leu Ala Trp Leu Ser Thr Tyr Val 

25 30 35 

gca gac age ggt age aac cag etc ctg ggc get att gtg tea gca ggc 
Ala Asp Ser Gly Ser Asn Gin Leu Leu Gly Ala lie Val Ser Ala Gly 

40 45 50 

gac aca tec gtc etc cac ctg ggg cat gtg gac cac ctg gtg gca ggc 
Asp Thr Ser Val Leu His Leu Gly His Val Asp His Leu Val Ala Gly 
55 60 65 70 

caa ggc aac ccc gag cca act gaa etc ccc cat cca tea gag gca aat 
Gin Gly Asn Pro Glu Pro Thr Glu Leu Pro His Pro Ser Glu Ala Asn 

75 80 85 

act tec ctg gac aag aaa gec aga tgaaactgat ctaccagggc cgc 
Thr Ser Leu Asp Lys Lys Ala Arg 
90 

ctgctacaag acccagcccg cacactgcgt tctctgaaca ttaccgacaa ctgtgtgatt 
cactgccacc gctcaccccc agggtcagct gttccaggcc cctcagcctc cttggccccc 
tcggccactg agccacccag ccttggtgtc aatgtgggca gcctcatggt gcctgtcttt 
gtggtgctgt tgggtgtggt ctggtacttc cgaatcaatt accgccaatt cttcacagca 
cctgccactg tctccctggt gggagtcacc gtcttcttca gcttcctagt atttgggatg 
tatggacgat aaggacatag gaagaaaatg aaaggcatgg tctttctcct ttatggcctc 
cccacttttc ctggccagag ctgggcccaa gggccgggga gggaggggtg gaaaggatgt 
gatggaaatc tcctccatag gacacaggag geaagtatge ggcctcccct tctcatccac 



233 



281 



329 



377 



425 



473 



520 



580 
640 
700 
760 
820 
880 
940 
1000 
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aggagtacag 


atgtccctcc 


cgtgcgagca 


caactcaggt 


agaaatgagg 


atgtcatctt 


1060 


ccttcacttt 


tagggtcctc 


tgaaggagtt 


caaagctgct 


ggccaagctc 


agtggggagc 


1120 


ctgggctctg 


agattccctc 


ccacctgtgg 


ttctgactct 


tcccagtgtc 


ctgcatgtct 


1180 


gcccccagca 


cccagggctg 


cctgcaaggg 


cagctcagca 


tggccccagc 


acaactccgt 


1240 


agggagcctg gagtatcctt 


ccatttctca 


gccaaatact 


catcttttga gactgaaatc 


1300 


acactggcgg gaatgaagat 


tgtgccagcc 


ttctcttatg ggcacctagc 


cgccttcacc 


1360 


ttcttcctct 


accccttagc 


aggaataggg 


tgtcctccct 


tctttcaaag 


cactttgctt 


1420 


gcattttatt 


ttattttttt 


aagagtcctt 


catagagctc agtcaggaag gggatggggc 


1480 


accaagccaa 


gcccccagca 


ttgggagcgg 


ccaggccaca 


gctgctgctc 


ccgtagtcct 


1540 


caggctgtaa 


gcaagagaca 


gcactggccc 


ttggccagcg 


tcctaccctg 


cccaactcca 


1600 


aggactgggt 


atggattgct 


gggccctagg 


ctcttgcttc 


tggggctatt 


ggagggtcag 


1660 


tgtctgtgac 


tgaataaagt 


tccattttgt 


ggtc 






1694 



[0 0 8 8] 
<210> 28 
<211> 1522 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (12)... (668) 

<400> 28 

cctttcccaa g atg gcg teg aag ata ggt teg aga egg tgg atg ttg cag 50 
Met Ala Ser Lys He Gly Ser Arg Arg Trp Met Leu Gin 
1 5 10 

ctg ate atg cag ttg ggt teg gtg ctg etc aca cgc tgc ccc ttt tgg 98 
Leu He Met Gin Leu Gly Ser Val Leu Leu Thr Arg Cys Pro Phe Trp 

15 20 25 

ggc tgc ttc age cag etc atg ctg tac get gag agg get gag gca cgc 146 
Gly Cys Phe Ser Gin Leu Met Leu Tyr Ala Glu Arg Ala Glu Ala Arg 
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qc; 40 45 

30 35 

aag ccc gac ate cca gtg cct tac ctg tat ttc gac atg ggg gca 
Arg Lys Pro Asp He Pro Val Pro Tyr Leu Tyr Phe Asp Met Gly Ala 

50 55 60 

gec gtg ctg tgc get agt ttc atg tec ttt ggc gtg aag egg egc tgg 
Ala Val Leu Cys Ala Ser Phe Met Ser Phe Gly Val Lys Arg Arg Trp 

65 70 75 

ttc gcg ctg ggg gee gca etc caa ttg gee att age acc tac gee gee 
Phe Ala Leu Gly Ala Ala Leu Gin Leu Ala lie Ser Thr Tyr Ala Ala 

80 85 90 

tac ate ggg ggc tac gtc cac tac ggg gac tgg ctg aag gtc cgt atg 
Tyr He Gly Gly Tyr Val His Tyr Gly Asp Trp Leu Lys Val Arg Met 

95 100 105 

tac teg egc aca gtt gee ate ate ggc gga ctt tct tgt gtt ggc cag 
Tyr Ser Arg Thr Val Ala lie He Gly Gly Leu Ser Cys Val Gly Gin 

110 US 120 125 

egg tgc tgg gga get gta ccg ccg gaa acc teg cag ccg etc cct gca 
Arg Cys Trp Gly Ala Val Pro Pro Glu Thr Ser Gin Pro Leu Pro Ala 

130 135 140 

gtc cac egg cca ggt gtt cct ggg tat eta cct cat ctg tgt ggc eta 
Val His Arg Pro Gly Val Pro Gly Tyr Leu Pro His Leu Cys Gly Leu 

145 150 155 

etc act gca gca cag caa gga gga ccg get ggc gta tct gaa cca tct 
Leu Thr Ala Ala Gin Gin Gly Gly Pro Ala Gly Val Ser Glu Pro Ser 

160 165 170 

ccc agg agg gga get gat gat cca get gtt ctt cgt get gta tgg cat 
Pro Arg Arg Gly Ala Asp Asp Pro Ala Val Leu Arg Ala Val Trp His 

175 18° 185 

cct ggc cct ggc ctt tct gtc agg eta eta cgt gac cct egc tgc cca 



194 



242 



290 



338 



386 



434 



482 



530 



578 



626 
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Pro Gly Pro Gly Leu Ser Val Arg Leu Leu Arg Asp Pro Arg Cys Pro 

190 195 200 205 

gat cct ggc tgt act get gec ccc tgt cat get get cat tgatg 670 

Asp Pro Gly Cys Thr Ala Ala Pro Cys His Ala Ala His 

210 215 
gcaatgttgc ttactggcac aacacgcggc gtgttgagtt ctggaaccag atgaagctcc 730 
ttggagagag tgtgggcatc ttcggaactg ctgtcatctg gecactgatg gctgagtttt 790 
atggcaagag gctgagatgg gcacagggag ccactgaggg tcaccctgcc ttcctccttg 850 
ctggcccagc tgctgtttat ttatgctttt tggtctgttt gtttgatctt ttgctttttt 910 
aaaattgttt tttgcagtta agaggcagct catttgtcca aatttctggg ctcagcgctt 970 
gggagggcag gagccctggc actaatgetg tacaggtttt tttcctgtta ggagagctga 1030 
ggccagctgc ccactgagtc tcctgtccct gagaagggag tatggcaggg ctgggatgcg 1090 
gctactgaga gtgggagagt gggagacaga ggaaggaaga tggagattgg aagtgagcaa 1150 
atgtgaaaaa ttcctctttg aacctggcag atgeagctag getctgeagt gctgtttgga 1210 
gactgtgaga gggagtgcgt gtgttgacac atgtggatca ggcccaggaa gggcacaggg 1270 
gctgagcact acagaagtca catgggttct cagggtatgc caggggcaga aacagtaccg 1330 
gctctctgtc actcaccttg agagtagagc agaccctgtt ctgctctggg ctgtgaaggg 1390 
gtggagcagg cagtggccag ctttgccctt cctgctgtct ctgtttctag ctccatggtt 1450 
ggcctggtgg gggtggagtt ccctcccaaa caccagacca cacagtcctc caaaaataaa 1510 
cattttatat ag 1522 

[0 0 8 9] 
<210> 29 
<211> 1591 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (44) . . . (1426) 
<400> 29 
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gaaaacagtt ccacgttgct tgaaattgaa aatcaagata aaa atg ttc aca att 55 

Met Phe Thr lie 



1 

aag etc ctt ctt ttt att gtt cct eta gtt att tec tec aga att gat 
Lys Leu Leu Leu Phe lie Val Pro Leu Val He Ser Ser Arg He Asp 
5 10 15 20 

caa gac aat tea tea ttt gat tct eta tct cca gag cca aaa tea aga 
Gin Asp Asn Ser Ser Phe Asp Ser Leu Ser Pro Glu Pro Lys Ser Arg 

25 30 35 

ttt get atg tta gac gat gta aaa att tta gec aat ggc etc ctt cag 
Phe Ala Met Leu Asp Asp Val Lys He Leu Ala Asn Gly Leu Leu Gin 

40 45 50 

ttg gga cat ggt ctt aaa gac ttt gtc cat aag acg aag ggc caa att 
Leu Gly His Gly Leu Lys Asp Phe Val His Lys Thr Lys Gly Gin He 

55 60 65 

aat gac ata ttt caa aaa etc aac ata ttt gat cag tct ttt tat gat 
Asn Asp He Phe Gin Lys Leu Asn lie Phe Asp Gin Ser Phe Tyr Asp 

70 75 80 

eta teg ctg caa ace agt gaa ate aaa gaa gaa gaa aag gaa ctg aga 
Leu Ser Leu Gin Thr Ser Glu lie Lys Glu Glu Glu Lys Glu Leu Arg 
85 90 95 100 

aga act aca tat aaa eta caa gtc aaa aat gaa gag gta aag aat atg 
Arg Thr Thr Tyr Lys Leu Gin Val Lys Asn Glu Glu Val Lys Asn Met 

105 HO 115 

tea ctt gaa etc aac tea aaa ctt gaa age etc eta gaa gaa aaa att 
Ser Leu Glu Leu Asn Ser Lys Leu Glu Ser Leu Leu Glu Glu Lys He 

120 125 130 

eta ctt caa caa aaa gtg aaa tat tta gaa gag caa eta act aac tta 
Leu Leu Gin Gin Lys Val Lys Tyr Leu Glu Glu Gin Leu Thr Asn Leu 



103 



151 



199 



247 



295 



343 



391 



439 



487 
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135 

att caa aat 
He Gin Asn 

150 
aaa act ttt 
Lys Thr Phe 
165 

acc gtg gaa 
Thr Val Glu 

aaa gaa ata 
Lys Glu He 

gaa att tct 
Glu He Ser 
215 

ctt cag ttg 
Leu Gin Leu 

230 
gaa tgt acc 
Glu Cys Thr 
245 

gcc ate aga 
Ala He Arg 



caa cct 
Gin Pro 

gta gaa 
Val Glu 

gac caa 
Asp Gin 
185 
gaa aat 
Glu Asn 
200 

eta tct 
Leu Ser 



gaa act 
Glu Thr 
155 
aaa caa 
Lys Gin 
170 

tat aaa 
Tyr Lys 

cag etc 
Gin Leu 

tec aag 
Ser Lys 



aat gaa 
Asn Glu 

acc att 
Thr He 



ata aga 
He Arg 
235 
tat aac 
Tyr Asn 
250 

aac tct 
Asn Ser 



140 

cca gaa cac 
Pro Glu His 

gat aat age 
Asp Asn Ser 

caa tta aac 
Gin Leu Asn 
190 

aga agg act 
Arg Arg Thr 

205 
cca aga gca 
Pro Arg Ala 
220 

aat gta aaa 
Asn Val Lys 



145 

cca gaa gta 
Pro Glu Val 

160 
ate aaa gac 
He Lys Asp 
175 

caa cag cat 
Gin Gin His 

agt att caa 
Ser He Gin 



aga ggt gaa 
Arg Gly Glu 



ata tea ggt 
He Ser Gly 

caa aac ttc 



ccc age 
Pro Ser 
265 
agt cca 
Ser Pro 
280 

aat gaa acg tgg 



cca aga act 
Pro Arg Thr 

225 

cat gat ggc 
His Asp Gly 

240 
cat aca agt 
His Thr Ser 
255 

cat gtc tac 
His Val Tyr 



tgg aca 
Trp Thr 



caa gtt ttt 
Gin Val Phe 

270 

tta att caa 
Leu He Gin 

285 

gag aac tac aaa tat ggt 



cat cga ata 
His Arg He 



act tea ctt 535 
Thr Ser Leu 

ctt etc cag 583 
Leu Leu Gin 
180 

agt caa ata 631 
Ser Gin He 

195 

gaa ccc aca 679 
Glu Pro Thr 
210 

act ccc ttt 727 
Thr Pro Phe 

att cct get 775 
He Pro Ala 

ggc atg tat 823 
Gly Met Tyr 
260 

tgt gat gtt 871 
Cys Asp Val 

275 

gat gga tea 919 

Asp Gly Ser 

290 

ttt ggg agg 967 
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Gin Asn Phe Asn Glu Thr Trp Glu Asn Tyr Lys Tyr Gly Phe Gly Arg 

295 300 305 

ctt gat gga gaa ttt tgg ttg ggc eta gag aag ata tac tec ata gtg 
Leu Asp Gly Glu Phe Trp Leu Gly Leu Glu Lys He Tyr Ser lie Val 

310 315 320 

aag caa tct aat tat gtt tta cga att gag ctg gaa gac tgg aaa gac 
Lys Gin Ser Asn Tyr Val Leu Arg He Glu Leu Glu Asp Trp Lys Asp 
325 330 335 340 

aac aaa cat tat att gaa tat tct ttt tac ttg gga aat cac gaa ace 1111 
Asn Lys His Tyr He Glu Tyr Ser Phe Tyr Leu Gly Asn His Glu Thr 

345 350 355 

aac tat acg eta cat eta gtt gcg att act ggc aat gtc ccc aat gca 
Asn Tyr Thr Leu His Leu Val Ala lie Thr Gly Asn Val Pro Asn Ala 

360 365 370 

ate ccg gaa aac aaa gat ttg gtg ttt tct act tgg gat cac aaa gca 
lie Pro Glu Asn Lys Asp Leu Val Phe Ser Thr Trp Asp His Lys Ala 

375 380 385 

aaa gga cac ttc aac tgt cca gag ggt tat tea gga ggc tgg tgg tgg 
Lys Gly His Phe Asn Cys Pro Glu Gly Tyr Ser Gly Gly Trp Trp Trp 

390 395 400 

cat gat gag tgt gga gaa aac aac eta aat ggt aaa tat aac aaa cca 
His Asp Glu Cys Gly Glu Asn Asn Leu Asn Gly Lys Tyr Asn Lys Pro 
405 410 415 420 

aga gca aaa tct aag cca gag agg aga aga gga tta tct tgg aag tct 
Arg Ala Lys Ser Lys Pro Glu Arg Arg Arg Gly Leu Ser Trp Lys Ser 

425 430 435 

caa aat gga agg tta tac tct ata aaa tea acc aaa atg ttg ate cat 
Gin Asn Gly Arg Leu Tyr Ser He Lys Ser Thr Lys Met Leu He His 
440 445 450 



1207 



1255 



1303 



1351 



1399 
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cca aca gat tea gaa age ttt gaa tgaactgagg caaatttaaa aggcaat 1450 
Pro Thr Asp Ser Glu Ser Phe Glu 
455 460 
aatttaaaca ttaacctcat tccaagttaa tgtggtctaa taatctggta ttaaatcctt 1510 
aagagaaagc ttgagaaata gatttttttt tatcttaaag tcactgtcta tttaagatta 1570 
aacatacaat cacataacct t ^5gj 

[0 0 9 0] 
<210> 30 
<211> 1249 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (134)... (784) 
<400> 30 

aacagtctgt ggagacagtt gtgtccctgt ggctttggtg cgcctgtgtg cactttctcc 60 
ctccacctgg agcatgggct aacaceggag gaaaggaaaa gacagagtca gacagggagc 120 
ctggggaggg gec atg gtg cca atg cac tta ctg ggg aga ctg gag aag 169 
Met Val Pro Met His Leu Leu Gly Arg Leu Glu Lys 
1 5 10 

ccg ctt etc etc ctg tgc tgc gec tec ttc eta ctg ggg ctg get ttg 217 
Pro Leu Leu Leu Leu Cys Cys Ala Ser Phe Leu Leu Gly Leu Ala Leu 

15 20 25 

ctg ggc ata aag acg gac ate ace ccc gtt get tat ttc ttt etc aca 265 
Leu Gly He Lys Thr Asp He Thr Pro Val Ala Tyr Phe Phe Leu Thr 

30 35 40 

ttg ggt ggc ttc ttc ttg ttt gec tat etc ctg gtc egg ttt ctg gaa 313 
Leu Gly Gly Phe Phe Leu Phe Ala Tyr Leu Leu Val Arg Phe Leu Glu 
45 50 55 60 
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tgg ggg 
Trp Gly 

ccc tea 
Pro Ser 

gaa gag 
Glu Glu 



gac caa 
Asp Gin 
110 
gag gaa 
Glu Glu 
125 

cag agg 
Gin Arg 

gga aga 
Gly Arg 

act get 
Thr Ala 

ctg act 
Leu Thr 
190 
gat agt 
Asp Ser 



ctt egg 
Leu Arg 

ggc aat 
Gly Asn 
80 

gee gtg 
Ala Val 

95 

cca ccc 
Pro Pro 



tec cag 
Ser Gin 

65 

gca egg 
Ala Arg 

gtg gga 
Val Gly 

ccc tac 
Pro Tyr 



caa cct 
Gin Pro 



cga atg 
Arg Met 

get cca 
Ala Pro 
160 
cct gat 
Pro Asp 
175 

cca ccc 
Pro Pro 



age cat 
Ser His 
130 
gee tea 
Ala Ser 
145 

ate aac 
lie Asn 

ctg cag 
Leu Gin 

cct gee 
Pro Ala 



etc caa 
Leu Gin 

gac aat 
Asp Asn 

eta gaa 
Leu Glu 
100 
age act 
Ser Thr 
115 

cca gag 
Pro Glu 



tea atg 
Ser Met 
70 

gaa gee 
Glu Ala 

85 

tec cag 
Ser Gin 

gtt gtg 
Val Val 

ggg tec 
Gly Ser 



cag act 
Gin Thr 

ttt gaa 
Phe Glu 

tgc cgc 
Cys Arg 



gtt ttt tat gag 
Val Phe Tyr Glu 



gag ggg 
Glu Gly 

ctt egg 
Leu Arg 

age ttg 
Ser Leu 
180 
tat gat 
Tyr Asp 
195 

gac aac 
Asp Asn 



tec atg 
Ser Met 
150 
ctt egg 
Leu Arg 
165 

gcg gca 
Ala Ala 

gtc tgc 
Val Cys 

tgg gca 
Trp Ala 



ata ccc 
He Pro 
120 
agg aga 
Arg Arg 
135 

gee cag 
Ala Gin 



gag age 
Glu Ser 

gtg cca 
Val Pro 
90 

ccc caa 
Pro Gin 

105 

cca gca 
Pro Ala 



gec aaa 
Ala Lys 

gaa gga 
Glu Gly 



gga cca 
Gly Pro 

gtc ccc 
Val Pro 



egg get 
Arg Ala 
170 
aca tta 
Thr Leu 
185 

cac cct 
His Pro 



cca ggg 
Pro Gly 

75 

gtc tat 
Val Tyr 

gag ttg 
Glu Leu 

cct gag 
Pro Glu 

ctg gaa 
Leu Glu 
140 
age cct 
Ser Pro 
155 

gtg tec 
Val Ser 



gag cct 
Glu Pro 



ttt ggt cac cct gat gat 
Phe Gly His Pro Asp Asp 
200 

ccc cct taaatgact 
Pro Pro 



361 



409 



457 



505 



553 



601 



649 



697 



745 



790 
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# 



205 



210 



215 



ctcccaagat ttctcttctc tccacaccag acctcgttca tttgactaac attttccagc 850 

gcctactatg tgtcagaaac aagtgtttct gcctggacat cataaatggg gacttggacc 910 

ctgaggagag tcaggccacg gtaagccctt cccagctgag atatgggtgg cataatttga 970 

gtcttctggc aacatttggt gacctacccc atatccaata tttccagcgt tagattgagg 1030 

atgaggtagg gaggtgatcc agagaaggcg gagaaggaag aagtaacctc tgagtggcgg 1090 

ctattgcttc tgttccaggt gctgttcgag ctgttagaac ccttaggctt gacagctttg 1150 

tgagttatta ttgaaaaatg aggattccaa gagtcagagg agtttgataa tgtgcacgag 1210 

ggcacactgc tagtaaataa cattaaaata actggaatg 1249 
# [0091] 
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